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Tutorial Introduction

PerkinElmer would like help you to become quickly productive with this product. Before running the
software, please take some time to review this tutorial. It is intended to provide you with an overview of
how to get the most out of your investment and our software support organization. For information on
specific Chromera functions, refer to the on-line help.

There is no magic in becoming proficient with pipettes, pH meters, and precision balances. It took
practice and training for these tools to become valuable aids in your daily life. Chromera is your data-
handling tool, and like any other tool in your lab, the time spent learning and practicing will make your
experience much more productive and satisfying.

This tutorial does not cover all of the Chromera functions. For more training contact PerkinElmer at 1-
800-762-4000 Option 4 to hear the available training options or visit PerkinEImer on the web at
www.perkinelmer.com.
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About this Tutorial

The Chromera Tutorial is designed for you to interact with Chromera to understand how to get started by
performing basic tasks. To familiarize you with this process, the tutorial leads you through a series of
procedures that are organized to illustrate your typical workflow. The workflow listed below is one way
to help you get started with Chromera for the first time:

1. Using Chromera Manager, Configure an Instrument.

2. Launch the main Chromera application.

3. Investigate the Run Time Environment.

4. Build a Method for the current instrument configuration.

5. Import data and method information.

6. Extract a method from imported data.

7. Complete and optimize a method for reprocessing the imported data.

8. Batch Reprocess the imported data.

9. Interact with data batches in Post Run.
10. Create a sequence using the Sequence Wizard.
11. Create a report using the Report Wizard.
As you read through this tutorial you will receive information, including screen captures, to illustrate the
workflow outlined above. Again, this documentation is not comprehensive, nor is it fully detailed. Its
purpose is only to provide a suitable overview to guide you through the software and perform some of its
basic functions. It does contain hints and cautions as appropriate.

After completing this tutorial you will be able to:

»  Create a method - A method is a collection of parameters that determine how Chromera
acquires and analyzes data.

»  Optimize the method - Optimizing means adjusting method parameters to provide the best
analysis of the raw data.

»  Reprocess stored data with that sequence - Reprocessing is the re-analysis of stored data.

»  Create a report format for printing the results of the analysis - A report format contains the
specifications for the analysis report and some of the report’s formatting characteristics.

> Build a sequence that utilizes the optimized method - A sequenceis a collection of one or
more rows of information that defines analysis cycles. The sequence that you create
controls how data is acquired, analyzed, and/or reprocessed.
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Before You Begin

The tutorial assumes that Chromera has been installed as described in the manual Znstallation
Instructions for Chromera Software Kits. 1t also assumes that you know how to operate your instruments
and that you know the basics of using Microsoft Windows.

Checklist

Complete the following preparations before you start the tutorial:
[0 Make sure that at the Edgeport is properly connected to the instruments.
[ Turn on your printer and check the paper supply.
1 Ensure that Windows is running.
d

In the Windows Explorer, you may want to create a training directory on your local drive.

Other Helpful Hints

o Follow the directory and file name instructions carefully.

e When you collect data, you must provide values that are appropriate for the analysis that you are
performing and for the equipment you are using.

e  The defaults on your system may be different from what the tutorial describes or illustrates. The
tutorial may direct you to enter or select something that is already present or selected, or where
your instruments do not provide a choice.

o If there are no directions for a parameter, just leave it as is.
e  When there are multiple ways to do something, the choices are listed and separated by OR.

e  Operation of Chromera is not compatible with Fast User Switching and therefore Fast User
Switching must be turned off under User Accounts in any workstation on which Chromera will be
run.

Fast User Switching, is a feature of Windows XP Home Edition and Windows XP Professional (when
it is not joined to a domain) that makes it possible to switch between users without actually logging
off from the computer. Multiple users can share a computer and use it simultaneously, switching
back and forth without closing the programs they are running.

We are ready to begin the interactive part of the tutorial.
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Tutorial Part 1:
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About the Chromera Manager

Chromera Manager is the starting point for your interaction with instruments (devices) in the Chromera
environment. More specifically in Chromera Manager...

e Instrument Configurations are created here.
e Overall instrument Status can be monitored here.
e Database Management utilities are accessed here.

e Instances of Chromera, either for instrument control or for Data Only, are launched from the
Chromera Manager. An instance of Chromera for an HPLC cannot be started directly from
Windows.

e When using Chromera with the ELAN ICP-MS, the Chromera software can only be started from
the ELAN software.

Starting Chromera Manager

»  To open Chromera Manager; Click the Windows Start button, then click Chromera Manager.

% ChromeraManager

The Chromera Manager dialog appears:

+ Chiomera Manager

Astora  Help

Configuration
L) iy

User 1D Domain Computes Hame  Uner Home Usor Date
= lb-e-'evc: lw.ﬂmrluv-:-:-l | suedierecrum | Jwa.rm

Hame Creation Diske 0 pxcriphors Useaih ELAN

| | 1 o ]
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Create an Instrument

An instrument is actually a collection of devices (such as a pump module, a detector, or an autosampler)
which function together as a unit (instrument). Databases are also defined as part of the instrument.

NOTE: Before beginning, make sure the Edgeport is installed and your devices are connected as described in the
Chromera Installation Instructions.

To configure an instrument, follow this procedure:

1. Click on the Configuration button }ﬁ. Configuration to display the initial Configuration screen.

+ Chromera Manager E‘@@

Actions  Help

Configuration
N bicleci
i UserDate

User ID Domain Computer Name  User Name
RN | SHLBIELECRIOT | | 30,2008

Instrument Configuration
Name [Creation D ate Description Use With ELAN
o | | | O |

* [ ‘ |

|- EESN—

X Configuration

:S;Smmmm

2. Click in the Name field and type a name to define the nhame of the Instrument.

This name can be up to 50 characters and must be unique for this user. The Creation Date
displayed is the creation date of this Instrument Configuration. You can also type a full Description
of this Instrument Configuration.

NOTE: Click the Use With ELAN checkbox If this Instrument Configuration is used when Chromera is run from

the ELAN software.
Instrument Configuration
Hame Creation D ate Descripbon UscWilhELy
= | Instumentt | 062472008 | | 0O |

3. Click the plus button I+! to the left of Name to expand the entry fields so that you can enter the
Device Names.

4. Click in the Device Name field and select a Device Name from the drop-down list.



Device
Device Hame PorjHame
% p |LC 200 Senes Autosampler w
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Device Descapion  User Device Name
AS1

C 200 Senes Autosampler
LC 200 Sesies HS UVAIS Detector

LC 200 Sesies UV VIS Detector

LC 2002 Senes Fluorescence Detector
LC 200a Senes Refiactive Index Detector

LC 225 Series Autosampler Cool Only || CHpomeratichive
LC 225 Series Autozampler Heat-Cool

LC 225 Series Autozampler No Peltier .||

| ArghiveDB

5. Click in the Port Name field and select a Port Name from the drop-down list.

All instruments and the Fluorescence detector will have a COM port. For example if the Autosampler
is connected to the Computer, it could be COM1. Depending on the Edgeport, COM ports could be

10.

labeled from COM1, COM2, etc.

« Chromera Manager
Actions  Help

Configuration S v
N biclecii
User ID
:_l bislecr

Domain

Computer Mame User Name
PERKINELMERN | SHLBIELECRIDT |

User Date
| pas20/2008

Instrument Configurabon
Name
= | Instrumenitl

Creation D ate

Descripton

UseWwith ELAN

Name
*|

[ 1070022008 O
Device
Device Name Port Name Defce Descrption  UserDe
& » ‘ Seties 200 UVAVIS Detector v |: UWDet1
* ‘ |I:EIM1
DB Connections COM10
Server DBName Egus
| localhost\SOLExp | Chiomers COMe
Instrument Configurabon toHd
CreationDate  Descnpbon | UsewihELAN

ﬁmm

f& Configuration

Click in the Device Description field and type a description of this device.

Initially the User Device Name field displays a short name for the device. This is an abbreviation
for the device type, with a number added if more than one device of that type is present in the
configuration. You can modify this by typing a name (using up to 50 characters) by which the
device will be known within the software. Each user device name must be unique within the
instrument. This name is used (for example) in the Method Editor.

If necessary, click in the Serial Number field and type the serial number of the device (using up to

50 characters). This step is an optional.

If necessary, click in the Firmware Version field and type the version number of the firmware
installed in the device (using up to 50 characters). This step is an optional.

To add another device, click in the next Device Name field and select a Device Name from the
drop-down list. Continue to enter the information for the device.

Leave the default DB Connections settings for Server, DBName, and ArchiveDB. These settings
will appear as the Server, DBName, and Archive Database for this instrument.

The default DBName is Chromera. Each user can have their own database. Each instrument can
have its own database. Instruments and/or users can share a common database.
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11. When done, click the Save button to save this Instrument Configuration. The
Instrument is displayed under the user name in the Navigation Pane.

« Chromera Manager

User ID Domain Computer Hame  User Name User D ate

= | taelecr | PERKINELMERN | LASSHLLDAT | |0£r03.f2009
Instrument Configuraton
Hame Creation D ate Dezcripbon Uze With ELAN
= b | Instumentt | 040372009 L | O |
Device
D evice Name Port Name Device Descrpbion  User Dy
Senes 200 Quaternary Pump coM2 GPump-
Senes 225 Autosampler CookHe CoM1 ASZ25H

Series 200 UVAIS Detector
Senes 200 Column Oven

ComM3
COM4

UWDet-2
Oven-4

B B e E

L€ <[«

AR EIESES

*

DB Conneclions

Server DBName ArchiveDB
| focahos\SOLEwp | Cheomera | Cheomesatuchive |
Instrument Configuration
Name Creation D ate Dezcripbon Uze'With ELAN
*| | I = |

PRS0

% Configuration

Ty

%

About Database Management

The following general principals apply when using a database.

Each instrument requires a database.
You can create the new database for the configuration.

Each person using Chromera can have their own database. Each instrument can have its own
database. Also, instruments and/or users can share a common database.

Searching in a database is a database function. A database has no files; however, there are
database records.

If the database already exits, a message will be displayed alerting you. Switch to the Delete tab to
delete the existing database, if desired.

IMPORTANT: Once you delete a database it CANNOT be recovered.
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Before running Chromera you must create a database. To create a database, follow this procedure:

1. Click on the Database Management button ‘:\‘;g.m-bmmm to display the database

screens.

The database functions (Create, Backup, Restore, Delete, Archive, and Retrieve) are
displayed as tabs. Click on the tab to display more detail of your desired function. The first screen

that appears is Create.

+ Chromera Manager

Create || Backup | Restore | Delete | Archive | Retrieve

locathosthSOLExpress
ChiomerabethodSequence
Cheormerab atchR esult

& Method/Sequence/Result

O tuchive

Actions  Help
Launch = Launch DataOnly
Database Manage... User: [ielecr
= R bielecrj
Instrument | Instiament]
p— s
Dratabase creation
Server name:
Method/Sequence database:
Batch result database:
Select database to create:
Create Database [
Meszages
IE Instruments
e |
I_E‘{ Configuration
ey |
»

Notice that the Server name is filled in. This name corresponds to the default DB Connection
settings that were made when you configured an Instrument in Configuration.

2. Select one of two types of databases you want to create. Select either Method/Sequence/Result

or Archive.

In this example we are creating the Method/Sequence/Result database.

3. Click the Create Database button.

Observe the progress bar to the right of the Create Database button as the database is created.
When the database creation is complete a message appears in the Messages box indicating this.
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Launching Chromera

The Chromera application is different from Chromera Manager. To launch Chromera, follow this
procedure:

1. Select the Instrument you want to initialize and click the Launch button ... or simply double-click
the instrument name.

Each instrument needs to be launched in its own session.

¢ Chromera Manaper

L gtoes | e

Laurch Daka Orly

= = =
Instruments |E v4g 4 colummn header heve 1o group by that columa |

Instisiend Hat Opasalce Sl Elagisnd Teta P Teis

Fritiuisnt | LASSHLLDMS Bl

=

@ | Syshers

+ QPumg-1 EEEE

* LDt

A5-3

% [Overct
[ Dosecter Stz _______]
[Wavslorgth ]
I
[T

The system does extensive checking of the Chromera installation to ensure that the database is
intact, proper program files have been installed, etc.

=% Chromera

7 Chromera’

Yersion
Copyright © 2008 PerkinElmer, Inc

Checking software libraries

Any normal errors or warnings encountered during startup are displayed.

2. Once the system is running, instrument errors are displayed in the fade-in notification area, and will
be written to the Error Log, accessible from the Chromera Tools menu.

Unexpected errors are trapped at the OS level and recorded in the Windows Event Log under
Application Errors.
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System Check Alerts

System Errors and Warnings

!
A ICE[Binary Pump]: Warning: the Port Mame has been left empty. A Part
Mame is reguired

!
A ICE[Autosampler]: YWaming: the Port MName has been left empty. A Port
IMame is required

!
A ICE[U%-Vis Detector]: Waming: the Port Name has been left emnpty. A
Fort Mame is required

Continue Close

Once Chromera has been launched, the Device Connections dialog displays showing the status of
the connections. As the Device tries to connect, Connecting ... displays in the button.

= Device Connections

If a device does not connect, click the Connect button to retry making a connection to the
instrument module. You can display the Device Connections dialog at any time from the
Chromera Tools menu.
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NOTE:
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About Working with Example Data

This session describes how you can Import example data into Chromera and work with the Data
Selector. We are using a specific example data file so you can familiarize yourself with the specific
features within Chromera.

If you are somewhat familiar with Chromera and you have acquired your own data you may want to use
it in place of the Example Data.

1. Upon installation of Chromera, the Example Data are installed into in the Chromera directory as
shown below.

= () PerkinElmer
= () Chromera
[ Backup
|2 Device Session Logs
I ELAMCEpUE
(SR ) Excample Data
|5) External Standard Exarnples
I3 Internal Standard Examples
[ Mulki Channel Examples
|2 Real Chromatographic Examples
|2 Recalibration Examples
|2 Relakive Standard Deviakion Examples
I Synthesized Data Examples

I0) Export

2. Expand the External Standard Examples directory to display the two examples.

= |=5) Example Data ~ external skd-method. chim
| E<ternal Standard Examples External std-results. chxb
[ Internal standard Examples
[ Multi Channel Examples
|2 Real Chromatographic Examples
[ Recalibration Examples
[ Relative Standard Deviation Examples
I Synthesized Data Examples

I Export
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Importing Chromera Data and Methods

To import the Chromera Results file External std-method.chxb

1. Select Import from the Tools menu then select Chromera Results...

Tools | Cisplay  Help
X i = o 2
$| epor Y T AL Py
L& Import | @l TokalChrom Data...
[ o
& Preferances S&  Chromera Results... |
]| Report Format Wizard @ Chrarmera Methads. .
ﬁﬂ Sequence bizard S&| Chromera Sequences. ..
= . . ¥
& | Device Connections e Chromera 1.2 Data. ..
\%|| ErrorLog
kjl, Dictionary Editar
S| Reprocess

The Import Results dialog appears:

Sewrce fla name Ci
Selec babehes o wnpo
Hoame Desonpion Created Modhed
Serves Irpot by stk dlalabase
locakhost\SILE wpeass Chiomes sl shchf el
i
Mesrages

2. Click the browse button E] to the right of Source file name.
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Loak i | (£ ImportE xport

v| a3 o

&/

ry Recent
Documents

@

Desktop

ty Documents

<

tdy Computer

' File name: | b | Open
MyMetwork | Filesof type: | chisb files [*.chisb] v [ cancel |

3. Navigate to the Example Data directory.

Open
Look jn: | (= Chromera A4 | @ _,' i
L I)Backup () 5katusPool
\ ) Device Session Logs (L) Templates
My Fecent | |CDELANOUtpLE ML
Documents
— D) Expott
@ L) Images
Desktop @ ImnportExport
I InstrumentPool
- I5)LC200aFL
o
‘_—) I3 Methadrool
- IC0)ReportFlatFiles
by D I
| Documents S)Reports
o) ReportTemplates
9’ IC5chemas
! ) 5earches
My Computer
-
g File name: | b | L Open ]
My Mebwork  Files of type: | chub files *.chib] v| [ cancel |

4. Double-click on the Example Data directory then double-click on the External Standard

Examples directory.
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Open

Look. in: |E} Extemal Standard Examples V| @ _’ ¥ '

‘2 [EHiExternal sta-results, chibi

My Recent
Documents

®

Desktop

@

by Documents

My Cornputer

-

File name: | "| [ DOpen ]

My Metwark | Files of type: |chxb file:s [*.chieh) v| [ Cancel ]

5. Select External std-results.chxb, then click Open.
The file name appears in the Select batches to import list.

Import Results

Source file name |C:\Program FileshPerkinEmer\ChromeratE sample D atahE sternal Stanl D

Select batches to import

MHane Dezcription Created td odified

Esternal stds-JTh-2 332009 21458 PM 37372009 2:15:25 PM
Server Impaort to result databaze
||Dca|host\SBLEleess | |ChlomeraBatchHesult |
teszages

Cloze

6. Select External stds-UTM-2 then click the Import button.
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The progress bar shows the import progress. Upon completion, the message Import of results
successful appears in the Messages box.

Import Results

Source file name |C:\Program Files\PerkinEImer\ChromeraExample DataEsternal Stanl [:]

Select batches ta impart

Hame Drescription Created todified

External stds-UTH-2 32009 21458 PM 3432009 2:15:25 PM
Semver Impart to result databaze
||Dca|host\SBLEleess | |ChmmeraBatchHesult |

[IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIi

teszages

Import of results successful,

Cloze

7. Click the Close button.
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Using the Data Selector

Now that data has been imported into Chromera you can open it using the Data Selector. To open
example data file using the Data Selector follow this procedure:

1. Click on the Post Run button _ﬂ".ﬂ Post Run
The Post Run environment opens:

=% Chromera - Instrumentd (bielecrj)

& UVDet:3 Tum Lamp On
& UWDet: Tuen Lamp OFF
B FLDaS Auozero

— - Status Panel
Samplo Name S amele D | Humbs

Sequence Status

i ¥

i Reudty Instrumerd | Properes

2. Select Open Data... from the File menu.

File | Wiew  Tools  Display  Actions  Help
|i|| Open Data, ..
i AddData...

H] Exit

The Data Selector opens.

& Data Selector, - Multiple Samples

P4l @ | o ‘ Show Search
i Organize ~ Actions = >
Select Batch Name Batch Group Batch Description Created DatefTime » Reprocessed By Reprocessed
[ ] External stds-UTh4-2 ~ Example data 3/3/2003 2:14 Phd ReddySH 30302009 215 P..

3. Click on the plus sign I+ to expand the batch, then choose one or more samples from a batch.
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The data are stored in Batches, which are, in turn, stored in groups. Use the Data Selector to
choose data for guiding the method editing. The operation of the Data Selector is the same
throughout the software.

& Data Selector, - Multiple Samples

HEY=N= ‘@ |ﬁ] I Show Search \;“
Dpen i Drganize ~ Actions ~ Delete x
Select Batch Name Batch Group | Batch Descripion Created Date/Time v Reprocessed By Reprocessed
= [=] External stds-LITh-2 Example data 2009 2:14 Phd ReddySH HAI2008 218 P,
Seledt  Sample Name Analyst Sample Type Acquisition Date/Ti * Sample Descripi Reprocessed
std 1 ReddySh Sample 3/3/2008 1213 P
O std 2 ReddySh Sample 3372008 12:27 PM
O std 3 ReddySh Sarmple 3132009 12:40 PhA
O std 4 ReddySh Sample 332008 12:53 P
O std 5 ReddySh Sarple 332009 1:08 Phd
O unknown 1 ReddySh Sarnple 332009 1:19 Phd
unknown 2 ReddvSh Sample 32008 1:27 P
§ unknown 3 ReddySH Sample 2008 1:36 Phd
< 3

A Batch contains one or more Samples. Each Sample can have one or more Replicate injections.
Each Replicate contains one or more Data Channels. For example:

e Batch
¢ Sample
=  Replicate
e  Channel
e  Channel
=  Replicate
e Channel
e  Channel
¢ Sample
=  Replicate
e Channel
e  Channel
[ ]
*  Replicate
e  Channel
e Channel

4. Click in the check box to Select the External stds-UTM-2, then click the Open button.

& Data Selector - Multiple Samples _HE|E|
b o] [ | @ | 53 ‘ Show Search \;l‘
Open [ Organize ~ Actions ~ Delete X
Select Batch Name Batch Group Batch Description Created Date/Time » ReprocessedBy Reprocessed
External etde-UTh-2 Exarmple data 30352008 2:14 Phd ReddySh 31352009 2:15 P..

This selects all of the samples under the batch. The Post Run screen displays the Example Data.
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About the Chromera Method

A method contains fundamental parameters to provide unattended control of an instrument during
acquisition, calibration, quantitation, and post run. The Method combines Instruments, data Channels,
Peak detection, and Calibration parameters into a single entity. These appear as distinct sections in the
Method Editor. Clicking the Method button - Hethod in the Navigation Pane displays the Method
Identification page in the client area (center) of the screen.

Since you are in the Method environment, the upper section of the
: Navigation Pane displays the Method name (along with the general method
=2 Extemal std analysis UT—jcon f=)| ), whose contents are based on the configuration of the displayed

L]
= i Instruments method (this is the configuration of the instrument defined in Chromera

= Method

ASZ7IHC Manager). The client area (the large area in the middle of the screen)
(Pump-2 displays the part of the method corresponding to the tree selection. For
UvDet-3 example, selecting QPump-2 displays the method parameters for the
E'DEt: Quaternary Pump.
Y-
. gtz:nf:mperamre The second level: Instruments , Channels 2 , Peaks ll, and
Pump Pressure Calibration L. represent the main sections of the method and always
UyDet-3 1 appear in the Navigation pane. You can reorder these (by right-clicking on
FIDet-4 1 a selection using the Move Up/Move Down commands in the pop-up menu)
- By Peaks but they will remain at the same level.
UDet-21
FiDet-4 1 The names displayed under each of the second level sections depends on
51" Calibration the configuration of the instrument as defined in Chromera Manager. A
UWDet-3 1 name appears under Instruments for each device configured. The text
FiDet-4 1 displayed is the name you give to the device, as defined in the Chromera

Manager’s Instrument Configuration.

Each device that generates a data stream that is subject to peak detection will appear under Peak
Detection and Calibration. The text displayed is the name of the channel, as defined in the Channels
section. Channels are used to control the type of plot on your printed report. Only channels that can be
integrated display under Peaks and Calibration. The part of the method displayed in the client area of the
screen depends on the node selected in the method tree.

Method editing consists of modifying existing method parameters. This includes a modification to the
method name, since in Chromera the name is a method parameter like any other (the method is uniquely
identified by a database index that is not visible to a user). After making changes and saving the method,
the previous version of the method is replaced by the modified version. Only a single version of a method
is saved in the database. Also, a method cannot be saved with the same name as another method in the
Group. To create a copy of an existing method but with a different name, leaving the original method
unchanged, use the Save As command.
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Editing the Method Graphically

In this part of the tutorial you will use some of the basic features of the Graphic Method Editor to:
e Change the plot display
e Adjust peak detection parameters
e Create a component list

A method contains the parameters that determine how Chromera analyzes raw data. With the Graphic
Method Editor, you can adjust those method parameters and see the effects of the change immediately.

Viewing the data in graphic form helps you determine if peaks are being detected correctly, if baselines
are being placed properly, and if expected retention times and search windows for components are
identifying peaks accurately.

To edit a method in the Graphic Method Editor, select raw data that represents a chromatogram of the

analysis that you want to optimize. Chromera processes the raw data with the method currently open and
then displays the chromatogram, showing the resulting integration and peak identification.

Selecting Data for Graphic Editing

1. Select Edit Method Graphically from the Actions menu.

[ 5 n
=% Chromera - Instnume=*1 biotoei

File  Wiew Tools  Disflay | Actions | Help

[P ————
Control Panel

- Direct Control

B Auczera
QPump-1 €@ TunLamp On

= €& TumnLamp DFf
= [ Charmels [Example dats o]

Pump Pressure Desciiption
UVDet3 1 [l el

By Calibration Notes
UvDer31

() Run Time
72| tethod

fiff sequence
7] Post Run

a Reprocess
/] reports

»
. Instrument | Properties




The Data Selector appears:
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# Data Selector - Multiple Samples

HEY= =] |@ |ll ‘ [% Show Search \;'.
| I Organize ~ Actions ~ >
Select Batch Name Batch Group Batch Description Created DateilTime « Reprocessed By Rep
[ ] External stds.. Example data 30372008 2:14 Ph ReddySh 332
< >

Click in the check box to Select the External stds-UTM-2, then click the Open button.

You can also click on the plus sign 1+ to expand the batch, then choose one or more individual
samples from a batch, but in this tutorial we are selecting the entire batch External stds-UTM-2.

& Data Selector - Multiple Samples
PG el @ [

Show Search i}

Actions ~

i

Open Organize ~

Delete x

Select Batch Name

External stds-UTh4-2 Example data

The method appears for you to edit graphically.

% Chromera - Instrument] (bielecrj)

File  View Toolks  Display  Actions  Help

Batch Group Batch Description Created DatelTime » Reprocessed By HReprocessed
3132009 2:14 P

Reddy3h 31372009 216 P

Method Std 1 UVDet3 11 Control Panel
L '5‘-‘"”: =l Direct Control
nstrumerts
Ehazngws B sutozern

Peaks
=1, Calbration 3 @ Tum Lamp On
UVDet3 1 I G Tum Lap Off
B
2

=l Data

Aderal sz @ IR SR S S R R A S A R S A A A R A S A A AN

3 = 00 05 10 15 20 25 0 35 40

Time (min)
RIDet-41:1
Pump Pressure:1
%Dflfwhzz Status Panel
2 RiDet-
F‘ © P 2 Devi Ch 1N Bunching ABrea Noise RRT Ref Unidentified Pe —
u‘\*’"D‘Pi a’ef;“’e B5ED HRAEREND Factor  Thieshold  Threshold | Component | Quant Compon
H‘D:t_‘; 5 = |uvDet3 UvDet-31 |2 |pdesss  [129733  [None | Nane
Purip Pressure:3 Campanent Retention Time (min] © | Peak Search Start [min] | Peak Search End (min] | Matching
L2 @ #| tolusne v[1me 0924 1183 Use Talles
T — 7| ethylberzens FIEES 1.228 1475 Use Tales
() Run Time #[[cumene v[1.725 7591 7662 Use Talles
I hod #F | thutylbenzene w2133 1.985 2280 Use Talles
)| Metho
[ anthuacene P ] 232 2827 Use Tales

EEH Sequence * v Use Talles

 — Pump Status

2] Past Run Event Start Time (mir] * | Erel Time (i) Vakie

7 ‘ Disable Peak Detection(-P,+P) v \ 0.042 ‘ 0676 ‘ |
=35 Reprocess #] v ‘ ‘ |
Q Reports
»
=< | 3| Instument ‘ Praperties

3. Use the currently selected data to optimize the method settings for processing similar samples.
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Setting Integration Parameters

Chromera uses the following parameters for optimizing:

o Bunching Factor

Setting the Bunching Factor (BF)

1. Click in the Bunching Factor field.

2.

Area Threshold (Uses decimal digits, not just integers.)

Noise Threshold (Uses decimal digits, not just integers.)

Hold down the Ctrl key, click and hold the left mouse button, and drag the pointer across the width

of the narrowest peak (this is called Ctrl, click, and drag) to set the Bunching Factor for the

method.

=% Chromera - Instrument1 (bielecrj)

File visw Tools  Display  Actions  Help

std1:UVDet-31:1

Det31

I Data
7] External stds-UTH-2 ~

Control Panel

= Direct Control

B tutozze
& TunLamp On
€8 Tum Lamp Off

= 0.0 05 1.0 2 4.0
Time (min)
mp Fressure: 1
:YDDT:E]TEZ Status Panel
2RIl
P oo ? Desice Chonmel Name | Burching | Area Moise RATRief | Urnicenlifed Pe | fpppesrrrom
T e Factor | Thieshld | Thieshald | Companent | Ouant Compon | Mkl
WDJ; s o [uvpets UvDet-31 2 648985 [129793  |None | None
Pume Pressue | o Campanent Fietention Time [min) *  Peak Search Start (mirl | Peak Search End [nin] | Matching
Ll B 7| rlusne SR 0924 1153 UseTalles |
= = 7| ethvlbenzene w1362 1.228 1476 Use Talles
(%) Run Time 7| cumene |17z 7590 1862 Use Talkes
ﬁj Methed 7| thubenzere w2133 1885 2280 Use Talles
]| Metho
7| anthracene vz 2312 2627 Use Talkes
BEB Sequence * - Use Talles
{1 Post Run Event Stat Time (min) * | End Time [min) YValie
g| Disable Peak Detection[-F +F) “ | 0042 ‘ 0E76 ‘ |
S5 Reprocess #| - ‘ ‘ |
Q Reports
»
o < | 3| nstument | Pronetiss

3. The appropriate Bunching Factor value is automatically filled in.

Setting the Noise Threshold (NT) and Area Threshold (AT)

1.

2.

Clicking in the Noise or Area Threshold field.

Hold down the Ctrl key click and hold the left mouse button and drag the pointer across the region

of baseline noise (Ctrl, click, and drag) to set the Noise or Area Threshold for the method.

values for the chromatogram.

Select a representative section of baseline to use for calculating the Noise and Area Threshold

The appropriate NT and AT Threshold values will be filled in automatically.
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i | Seale: Al Charts

Control Panel

Tnst ” s '~/ Direct Control
nstiuments £
Channels ok B tuozzo
ek T
(=7 Calbrafion b o G TunLemp On
UDet31 S €& Tun Lamp Off
ot
E
5 237:
= Data of
ZlExlema‘ st Th-2 2 B I O O I T O T O O O O S T Y
BS[dT = 0.0 05 10 15 20 25 30 a5 40
Time (min}
Status Panel
] Bunching | Area Moise RRT Ref | Unidenified Fe | g F—
Device ChannelName .00 | Thieshold | Thieshold | Component | Guant Compon
=] ‘ UVDet-3 UwDet31 ‘ 2 ‘ 64.0965 ‘ 12,9793 ‘ Nene - ‘ Mene
5 [T Fietention Time [min) /| Pesk Search Start [min] | Paak Search End (mir) | Matching | MGG
3<I7\std2 B 7| toluene: w1038 0824 1163 Use Talles
= 7| ethyibenzens MIEH 1.228 1476 Use Talles
(53) Run Time 7| cumens 172 1591 1862 Use Tales
hod g vhuybenzene w2133 7,985 2280 Use Talles
Metho
7| anthiacene w|z4m0 Z312 2627 Use Talles
i seauence * ~ Use Talles
lﬂ —— Event Start Time [min) * | End Time [min] Walue
p?l Disablz Peak Detection(-P.+P) - | 0.042 ‘ 076 ‘
= Reprocess #| ~ ‘ ‘
Q Reports
» .
B | 3| Instument \ Properties

5. Select Reprocess Current Chromatogram from the Actions menu.
Or select the Reprocess Current Chromatogram icon on the toolbar.

| File  Wiew  Tools  Display

i

Actions | Help

Skandard Method Editaor
Edit Method Graphically

Copy Components
Update Search Windows. .,

[2

Reprocess Current Chromatogran

| Show Resulks

33

6. Then select Show Results from the Actions menu to view a peak table of the newly reprocessed
chromatogram.

File  Wew Tools Display | Actions | Help

-
w

g E2[F

Standard Method Editor
Edit Method Graphically

Copy Components

Update Search windows..,

Reprocess Current Chromatogram

Show Results
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GME Results

Sample Mame Sample Description Injection Mumber f
= pfatdi 1 b
Channel Fet. Time Component M ame Ajea =
UvDet-31 1.039 toluene 228525.41
Det-31 1.352 ethylbenzens 20444967
LDet-31 1.726 CUMmEnE 17321401
Det-31 2133 t-butplbenzens 15625537
UDet-31 2470 anthracens £43301.43
RiDet-41 0.540 127302
RiDet-41 1.462 7E11
RiDet-41 1.837 76,16
Sample Mame Sample Description Injection Mumber
= st 1 2
Channel Fet. Time Component M ame Area
UvDet-31 1.344 43524420
UvDet-31 2483 E45575.07
RiDet-41 0.527 1230.40 v
kS | P

The current peak information displays in a pop-up window that is always on top and is automatically
updated with every new reprocessing.

Entering Component Information

To enter component information, follow this procedure:

1. Select the Peaks in the Method tree.

£ Chromera - Instrument? (bielecrj) CEX

File  View Tools  Display  Action:
Al s s @ e O d - B SIS T D b sl Al Chans
€| Instrument1 : External std analysis

std1:UVDet-31 1

=] Extemal std analysis
=2 Instruments 100F
UVDet3 E
QPump-1 |_ 80 »
Oven-d 2 F 5 2
252 E - g o
= Channels g 2 &
Oven Temperatue || & z 5
Pump Pressurs & =
- = e
EF 1Y “FP P )
UVDet:31 20E L s
00 05 10 15 20 25 30 35 40
WWDet3 1 Time (min}
o bata Bunchi N RAT R Unidentiied Peck
unching iea cise: o ridentiied Pea
Devies CharnelName | “coctyr™ | Thisshold  Thieshold  Comporent | GQuant Component
= |uvDets WDet3 1 2 667828 [133566  [Mone v |Mene v
Companent Retention Tirme frin)  Peak Search Startminl | Peck Search Endfmin]  Matching 1
toluene v sz 0877 1198 UseTalles
ethylbenzane M E3 T2 1475 Use Tales v
() Run Time Cumens = 59 1882 UseTales v i
= toupberzene w133 1985 2280 Use Talles v s
1] methoa |
anthiacens v a7 2312 2627 UseTales v
BBB Sequence * v Use Tales
1] post un Start Time i) * End Time [mir] Yale
Disable Peak Detection[-P +P| v | 0.042 ‘ 0676 ‘ | -
= Ri
£ Reprocess | ~ | I | :I:
;{JJ Reports -
© >

2. In the Component column, enter the component names for each peak in the sample.

Auto-Complete can be used to minimize typing when entering names for components already in
the dictionary.

3. Click in the Retention Time field for a component.



Tutorial Part 3. Using Chromera. 35

std1:UVDet31:1

nthracene

ADsOrDENGE (MALL)
&
!

Cbfyibenzene

S AR R R R R R R R

0. 05 10 16 20 25 o 35 40
Time (min)
; Eunching Area Moize RRT Ref Unidentified Peal.
Device Channel Hame Factar Threshold | Threshald Caompanent Huant Component
=2 UvDet-3 UDet-31 2 BE.7828 133566 None + |Mone v
Component Retention Time (min] Peak Search Start (min) | Peak Search End (min) Matching
b | toluene 0.920 0.gs7 1198 Use Talles &
ethylhenzens i i— | 220 1476 Use Talles  «
cumens w1726 1581 1862 Use Talles w
tbutylbenzene w2132 1.985 2280 UszeTalles «»
anthracens | 2470 2312 2627 Use Talles «
* v Use Tales +
Event Start Time [min) End Time (min] Yalug
| Disable Peak DetectiontP.+F] v|n0az |0s78 | |
*| ] | \ \

Click within the desired peak on the chromatogram to enter the expected Retention Time for that
peak. This value is automatically filled in.

Select Update Search Windows from the Actions menu.

Flle  Wiew  Tools Display | Actions | Help

FQ Standard Method Editor

Edit Method Graphically

ﬁ Copy Components ]
|ff(|_ Update Search Windows, ..

k Reprocess Current Chromatogram

Show Results

A dialog displays for you to change the default settings for one or more components.

Update Component Search Windows &|

Update these compaonents

xcted Component Only b |

[] toluene The following will be applied I_Jefol_e
[] ethylbenzene and after the expected retention time
[] cumene of the companent.

[] tbutylbenzene

[ anthracene Abzolute window [+4- 5]

Relative window [+~ % of BT)

()4 l ’ Cancel ]

When done click OK.

Repeat for each component in the method.
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X145,V 26260 Tine trin)
Bunching Area Naise. RT Ref Uridentified Peak Status Panel
Device ChamelMame  “c00" | Theshod  Thieshold  Component | Quant Component s
@ ¢ TotalChrom A 3 500000 50000 v v
Companent Retention Time [min] | | Peak Search Start(mir] | Peak SearchEnd[min) | Matching | C |
o | Apha ~[oms 808 1.029 Use Talles v | 56¢
o [Bea [ 07 1262 Use Tales v | 90|
~ [Deta v I Use Talles v
R idi iz o clck a peal in icset kel R etention Time and Search Windoe:
(o] Epsilon v‘ ‘ ‘ ‘UseTa\les vl
< L Gamma ~ | | [Use Tales o
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ﬁ Post Run
Overall Instiument Sal.
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Components also can be entered into the method through the Calibration section, but retention
times and component windows still must be entered in the Peaks section.

Entering Baseline Timed Events
1. Select Peaks from the Method tree.

2. Select any Baseline or Integration Timed Events from the list box in the Events Table, or by
choosing them from the Toolbar.

% Chromera - Instrument1 {bielecrj)

Fie View Tools Display Actions  Help

L3 iR i S B @i el Ol a3-B-HNESEESIT

g | Seale: Al Charts

Control Panel

std 1: UvDet-31:1
S Send ad anch &3 = Direct Control
UVDet-3 0f B Auozen
QPump-1 F 2
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&4 Channels = O 2 H °
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[ o g
UVDet31 E 2
& A Pesks =
UVDel:3 1 ._../ll
S Coesion N
VDes 1 olg B o 5 70 ES B B 0
=t g Tme (min)
|58t Bunching Factor(BF)
St Noise Thieshold(NT)
5ot vrea ThiesholdT) Status Panel
Data Disable Peak D etection|-P.+P)
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Farce Stat of Hew Peak(S) Peak Seaich Start [min) | Peak Search End (min] | Matching
Force Baseine(EL] 0803 1031 Use Tall
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Enable ValleytoValey Baselnesl V] ] 168 Tt
Farce Expanenial Skini<) u il v
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= Encble Manual Integrationf+M M) o Teles |
777 seauence Encble Smaoth Peak Ende(+3h, 5H) Use Tales v
Force Aetention Time(AT.
1] Post Run Locate Fietention Time at Marimur(+LM.-Lt) et Time (min] © End Time [min] WValue
» [pi DetectiontP+P) | fosz |07 | |
= R
©5 Reprocess = ‘ | |
Q‘j Reports
T Instument | Propeitiss

The Integration Timed Events icons appear on the Toolbar.

3. Select the event to be added.
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For example, select Disable Peak Detection.

=% Chromera - Instrumentd (bielecrj)

File  Wiew Tools Display  Actions  Help

0 i e @ [ e s 3B SR A R e
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UVDet3 E s
OPump-1 oL i
Ovend F '
452 A
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Oven Temperaturs z E 8
Pump Pressure H £
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= R Peaks
UVDet31 o
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=7 Calibration "
UvDet31 20 P T T T T T T T T T O S T S T B R R R Y B
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Data
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5 |uvDet3 UVDet-31 B 667628 [13.3585  [Mome v [Mane v
Companent Fietention Time (mir) *  Peak Seaich Start (min) | Peak Search End [min) | Malching
7| toluene +[0s20 0808 1031 Use Talles
(%) Run Time [ etwberene o ] 7228 T4 Use Tales .
2 cumens 1728 (E 1862 Use Talles
32| method 4 b b/
7| toutibenzene w2133 [ES 2280 Use Talles v
ﬁBB Sequence 7| anthracene <2470 2712 2627 Use Tales w
; v Use Tales v,
\/| Post Run *
Event Start Time (min] * | | End Time [miri Value
igkeprncess PﬁlDisablePEakDEte:tiun[—F’,+F’] ‘DUSB \ 535 \ \
/] Reports *| \ 1 \ |
»

Click in the Start Time field.

Ctrl, Click, and drag on the plot to indicate where the selected events should be applied.
If it is a single event (no %) then click on the chromatogram where the event is to occur.

If it is a £ event, click on the chromatogram where you want the event to start and drag a box to
where you want the event to end.

The height of the box does not matter, only the beginning and end matter.

Device Channel Name Bunching Area Moise RRT Ref Unidentified Peak

Factar Threshold | Threshold Component [uant Component
= UvDet-3 UDet-31 2 BE.7828 13.3566 Mone + |Mone v
Component Fietention Time [min) Peak Search Start [min] Peak Search End [min] Matching
| toluene w0920 0.803 1.09 Use Talles
7| ethylberzens | 1.352 1.228 1.476 Usze Talles
| cumene w [1.726 1.5 1.862 Use Talles
7| thutlberzene w2133 1.935 2.280 Use Talles
7| anthracene w2470 232 2627 Use Talles
# v Use Talles  «
Event Start Time [rnin] End Time [min] Walue
47| Disable Peak Detection[-P.+F) w | 0.033 0.535
£

The Start Time and End Time values for the event are automatically filled in. The actual position
of the event is at the left edge of the event annotation marker on the plot. Timed events can be
repositioned on screen by clicking-and-dragging the event markers on the plot.
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Specifying Component Calibration Information

Calibration information and calibration levels can be entered either from the Details tab or from the Set
Up Standards tab. Calibration information in the method can be viewed as a component-by-component
Summary of the current calibration curves.

The Details view shows the current calibration settings and replicate data, if any, on a component-by-
component basis. Using Set Up Standards provides a convenient way to enter calibration standard
information on a standard-by-standard basis and to visualize each calibration standard level.

1. Select Calibration in the Method tree.
Calibration opens with the Detail tab selected.
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The component names should be automatically transferred into the Calibration table from the

Peaks list.

Click on the device under Calibration. In this example the device is, UVDet-3 1
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The Details appear.

% Chromera - Instrument1 (bielecrj)

File Tods  Display  Actions  Help

L4 | B S s Se @0

View

= L U | Srale: Al Charts

Method
Evtenal std analysis
= 2 Instuments

std1:UVDet-31:1

100

UvDet3
QPump-1 80
Dven4 -
452 ] f
=[5 Channels = !
Oven Temperaturs E 40 E
Pump Fressure B
UvDet3 1 2
= Mg Pesks
UvDet3 1
=y Calibration
I R R R AR R R R R R A B
3.0 35 40
oora Summary | Detal | Set Up Standands |
Device Channel Name Dutlier Limit %] ~
=] \uvnel-:i \uvnet-m \15D |
Camponent Calioration Type | Origin Treatment | Quantfy Using | Sealing Factor weigh

v v v v
ethylbenzens | Linear [ lgnoe | Use brea | Hone v |None
cumene + | Linear  [lanoe < |Usebrea + [None + |Mone

@ Run Time
thutyberzene -+ |Linear  [lanoe < |Usebrea + [None + |Mone
Method anthizcens | Cinear  [lgnoe | Usefrea  [Hone Mone
< 2>
Sequence
il L
-] Past Run 800000
& 600000
ﬁnepru(ess £ 400000
R 7 200000
g:,j Reports [i4 o
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Fill in the component and calibration information as desired.

Expand the component record in the Details view (in this example, ethylbenzene is expanded) to
display the current calibration average values, as well as any individual replicate values that
constitute those current averages.

The Details view is a convenient way to review the current state of calibration for the components
in the method.

=% Chromera - Instrument1 (bielecrj)

File Todls  Display  Actions  Help
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5. Select the Set Up Standards tab to identify the calibration standards with their constituent
components and concentrations.

NOTE: Set Up Standards is the more convenient way for entering Calibration Standards.

=% Chromera - Instrument1 (bielecrj)
View Tools  Display  Actions  Help

4 L b S (@ i e f DB KSR S T ) L e e Al chats

=1 Extemal std analysis
=27 Instruments
UyDiet3

QPump-1
Ovened
452

= Charnels
Oven Temperaturs
Pump Pressure

UVDet3 1

= g Peoks 2o F b
UvDet31 00 05 10 15 Z0 25 30 35 40

= Calibration Time min}

UvDet-3 1

| Surmmary | Detail || SeUp Standards

Device Add aStandard
(=03 To create a new standard column, right-click and select "Add a Standard”

Data
Component Std 1 5td 2 Std 3 Std 4 S5 Urit
taluens 435 1] B36 armn 10438 nasml v
ethylbenzene 435 580 B36 am 10438 nasml v
CumEne: 430 G733 =555 860 1031.8 ng/ml v
tbutylbenzene 4335 578 BO3E 857 104019 =t kv
anthracene 25 333 4 5 599 =t kv
@ Run Time
E
IE] Method
FRR o uene
lﬂ Post Run
:\ﬁ Reprocess
;[:,J Reports
»
- >

6. Enter any number of calibration levels by using a right mouse click through the Add a Standard
command on the context menu.

Context menu selections provide convenient editing functions to fill in the Standards table.
7. Change other calibration settings for the components in the method as required.

8. Save the changes to the current method or select Save Method As to create a new method with
the current settings.

i Save As

Marne:

|E:-:tema| ztd analysiz |

Group:
|E:-:am|:|le data w |
[ k. ] [ Cancel ]

9. Give a new name to the method and assign it to a Group.
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Using the Report Format Wizard

Use the Report Format Wizard tool to create single sample or summary reports, method printouts,
calibration printouts, or sequence printouts. The wizard is the only mechanism to create report templates
in Chromera. There is no Report Editor as there is a Sequence Editor with Sequence Wizard.

To create a new report format using the Report Format Wizard:

1. Select the Report Format Wizard from the Tools menu.

File  Miew | Tools | Display  Actions  Help
.:j Expork 3
\é Impork 3
i_‘] Preferences

|‘_$é] Report Format Wizard

ﬁﬁj Seguence Wizard
ﬁ:’ Device Connections
|| ErrorLog

k_“ Dictionary Editar
iﬁ Reprocess

The Initialize Report Format Wizard screen appears.

£ Initialize Report Format Wizard

Select startup option

(%) Create a new repart farmat
() Select a stored report format

() Open recently edited repart farmat

Group/Template

af ] [ Cancel

2. Under Select startup option select Create a new report format then click OK.
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The Report Type screen appears:

B Chromera Report Format Wizard |z‘

Repart Type

Specify the type of report you want to generate and then select the key options

Report type

Cancel

3. Select a Report Type from the drop-down list.

Repart type

Sample
Summary
Calibration
Sequence
b ethod

You can create Sample, Summary, Calibration, Sequence, or Method reports.

4. Click Sample to display a gallery of report styles showing the possible layouts for the report type
selected.

B Chromera Report Format Wizard
Report Type Report Type

Page Setup Specify the type of report you want to generate and then select the key options
Page Header/Footer

Reparts results from a single sample, either one injection or an average of results from all

Report type injections of the sample. Optionally includes chromatograms associated with the sample:

: N

5 ample:

Summary bns
Calibration

Sequence

Method

Diata Header

Plat Optiohz

Peak Table

Signatures

Finish

Selected Format: Single injection, single channel, plat befare peak table.
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The gallery styles available are narrowed-down based upon the selections for the type of data to be
reported. A Sample Report can include the data and plot from one or more replicate injections and
one or more data channels.

5. From the Single or replicate injections drop-down list select Single Injection.

6. Then from the Single or multiple data channels drop-down list select Single Channel.

7. Click on a Report Format from the two displayed.

EX¥ Chromera Report Format Wizard

Report Type Report Type

Page Setup Specify the type of report you want to generate and then select the key options

Page Header/Footer

Reports results fram a single injection of a sample. Data from a single data channel iz
Repart lype reported. Dptionally includes the chromatogram associated with the sample.

Dats Header

Sample eV

Plot Options

Peak Table

Single or replicate injections

Single injection ~

Single or multiple data channels

single channel

Efmh Raport Tiths Har. ] [-ﬂm Report Titls Hara ]
Em— me- mEE B

Selected Format: Single injection, single channel, plot before peak table.

8. Click Next to display the Page Setup screen.

Y Chromera Report Format Wizand

Report Type Page Setup
Page Setup Select page format options
Page Header/Footer
Drefault paper size
Data Header
Plot Options
Margin:
Peak Table T
Signatures 05 2| in
Finish .
Left Right
05 = i 05 2 in
Eottom
05 s in
Orientatior
Portrait Landscape
[ Back ] [ Mest I I Cancel

9. Select the paper size, margin settings, and page Orientation.
The units will change based upon the paper size selected.
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10. Click Next to display the Page Header/Footer screen.
Each page can have a 3-section Header at the top and a 3-section Footer at the bottom.

E¥ Chromera Report Format Wizard

Report Type Page Header | Footer

Page Setup Select page header / footer content and options
Page Header/Footer

Page Header
Data Header
Plot Options Left Justified Centered Right Justified
Peak Table |Repor Date/Time v | | |Pagenctm v
Signatures
Fant Fant size:
Finish .
@ s v

[[] Conot show header on first page

Page Foater

Left Justified Centered Right Justified
|Sample Name ~ ‘ | ~ |

Fant Font size:

@ Al v

[[] Do not shaw Facker an first page

[ Back ” MNext I [ Cancel l

11. From each drop-down list select the information to be displayed in the left, right, and center
sections of the Header and Footer, if desired.

12. Select or deselect the check box if the Header and/or Footer should be displayed on the first page.

13. Click Next to display the report Title screen.

EX Chromera Report Format Wizard

Report Type Title

Page Setup Define title content and options

Page Header/Foater

Include title [ Inchude on every page

Data Header

Plat Options Title text

Paak Table ‘Single Sample Report ‘
Signatures Title font Title font size Title font style:

Finish @) Adial v [® v [Bod ]
Lago
@© Left O Fight O Mone

Laoga file narme

|E \Documents and Settingstbarckhal\My Dncumanls\Braph\cs\F’erll =]

(=) Save with report format file () Load from file: when building report

Border amound title

Style Thickness[pts]

[ Back ” Mext I [ Cancel ]

14. Select if you want a report Title printed on every page or just the first page.
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15. You can add a Logo image to the report. Any valid graphic file type can be selected. The image can
either be embedded within the report template, or loaded from disk and rendered each time the
report is printed. You can also add an optional Border drawn around the Title.

16. Click Next to display the Data Header screen.

E¥ Chromera Report Format Wizard

Report Type Data Header

Page Setup Select header content and format

Page Header/Foater

Data Header Layout

Drata Header Sample Name Acquisition Date/Time

Plot Options Dilution Factar Acquisition Method Acquisition Method Last ..
Injection Number . .

Peak Table Injection Yalume Processing Method Processing Method Last ..
Instrument Name

e — Frun Time Operator Report Date/Time
Sample Amount
Finish Sample Description

Sampling Rate

Sequence Description
Sequence Group/Mame
“ial Number

Diag itemns from the list to the required position in the repart header black.
Items in the list column can expand across the page if no item appears in the right column.

Fant Forit size:

‘g] Avial "| |1D v|

[ Back H Mzt 1 [ Cancel ]

17. Select items from the Available Data Items list. Position the items in the Data Header Layout
box by click-and-drag. The Data Header can be constructed from available sample information.

18. Click Next to display the Plot Options screen.

E% Chromera Report Format Wizard

Feport Type Plot Opticns

Page Setup Specify the plots to appear in the report
Page Header/Footer

Inchude plats] in repart

Diata Head
Aaneads Size of each plot
Plat Optiohz
Height wiidth
Peak Table i in
Signatures
Finish Nurmber of plots that fit across the page : 1

l Back ” Mext } [ Cancel ]

Since a report can consist of one or more sample replicates and/or one or more data channels, then
one or more Plots can be displayed as well. The Plot Options entry will determine how many can
be drawn across a page.

19. Select if you want to include the plots in the report and enter the size of each plot.
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20. Click Next to display the Peak Table screen.

E¥ Chromera Report Format Wizard

Report Type Peak Table
Fage Selup Specify the content and format of the peak tanle
Page Header/Faoter
#vailable Data llems Table Froperties
Alpha e .
[rata Header Basslne Type ) |T able fort ‘ T|ah\e fant size
Calibration +/- Range o] Aval v |8 v
Plot Options Capacily Factor [k o
E xpected Retention Time Report identified peaks

Peak Table
Internal Standard Amount Ratio Report compaonents not matched to peaks

Intemal Standard Name

Intemal Standard Response Fatio Repoit unidentified peaks Dizplay table gid lines
Nomalized Amount

Sighatures

Nomalized Area Percent Froperties of Selected Colurnn
Peak 'Width @10% Height
Peak Width @6% Height Calumn header Calumn width

Peak ‘width @50% Height ’W‘
Peak Width @B ase —
Reterence Peak Name ns1 £ in

Relative Retention 4 )
Resalution Alignment Mumber format

T
Theoretical Plates (Foley Dorsey) | | FightJustify 3 Decimal Places v

Printable page width: T1in Current table width: 7.1 in
Feak Table Format

Peak#  Time Component Mame Area Area % Height Arealsmo
HHH FOR OO | HOOOD OO0 R | R MK | Lttt ‘ .

< | >

[ Back ” et I [ Cancel I

The Peak Table is where the results for each injection will be displayed.

21. Select the desired Data Items for reporting.

The selection of items for reporting will change based upon the type of report to be printed. The
Available Data Items include system suitable parameters that can be calculated without required
user input.

22. Select to format the Numeric values with fixed decimal digits or as significant figures.

23. Click Next to display the Signatures screen.

E¥ Chromera Report Format Wizard

Fepart Type Sighatures

Page Setup Specify signature lines to appear at the end of your report
Page Header/Footer

Dizplay first signature line

Data Header I%
i Title
t D pt
Peak Table
Signature line:

Signatures

Dizplay second signature ine

Title

Signature line:

Sighature: ‘Name' Date:

[ Back ” Mext 1 [ Cancel ]

Two different Signature lines can be displayed for hand-written signatures and timestamps.

24. Click Next to display the Finish screen.
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Page Setup

Page Header/Faater

Diata Header
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Signatures

Finish

% Chromera Report Format Wizard

Finish

Previess and / or save your regort format

Tutorial Part 3. Using Chromera. 47

Feport Name

| Single Sample Repart

Group hame

|F|eports w

Drescription

Single Sample and Single Channel

Preview your report with selected data:

i Preview

[

Back

)|

Finizh

} [ Cancel ]

25. Enter a Report Name, Group name, and Description for this report.

26. Click Preview to display a visual rendering of the report using mock data and graphics.

EFlReport Q@|®

ELG T el e © B S B H ) 100% [©]% Eindlluext, —
L Sample Report - Single Channel
Sample Name utm first
Batch Group / Name utm/utm first
Acquisition Method
Processing Method utm first
Instrument Name: HAL Channel Name FXUVUHPDet-4 1
Yial Number 1 Injection Number
Operator SQA Chromera Yersion 2.0.3.1496
utm first : Injection 1
180 -
160 -
140
5 120+
:é, 100 [
E 8 [
3 e
2
40
20 [
0 ¢ ; = L
00 05 1.0 15 25 30 35 40 45
Time (min)
Peak RT Component Name Area Height BL Final Units
# (min) Amount
1 1.235 [utm1 923,407.2 115,718.0 BY 0.0000
2 1.549 [utm2 846,021.6 99,966.4 VB 0.0000
3 1.961 [utm3 7346714 80,096.7 BB 0.0000
<] |

-~

v

2

This is an example of the print Preview for the completed report. The preview contains only mock
data and plots, but the layout of the report should be as specified through the wizard.

You have completed Part 3 of the Chromera tutorial.

NOTE: Every step in the rest of the tutorial is built on, and is a continuation of, the previous step. Therefore, you
need to complete it as a whole.
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Tutorial Part 4: Viewing Results

and Reprocessing Data
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Viewing Results in Post Run

Whether reprocessing existing data or acquiring new data, the completed samples will be displayed in the

Post Run environment, and can be inspected
graphically with the chromatographic display.

by navigating through the Sample Tree and interacting

o Data can be treated as view only from the standard Post Run display.

e Individual results can be optimized graphically.
e  The current version of the method can be graphically modified (GME, Graphic Method Editing) using

the selected sample data.

o Data can be viewed in Single Plot mode, Stacked Plot mode, Matrix mode for multiple channels
and replicate injections, or in Overlay and 3D mode.

To view results in Post Run:

1. Click the Post Run button in the navigation pane.

2. Select Open Data from the File menu.

% Chromera - UY-Vis Instrument (&L Barckhoff)

&A| Print Preview Report

File | iew Tools Display  Actions  Help
T\Wa—@lzﬁu@aa’jaammiagg-mmmsr—ﬁgmg;

Scdlet

3|0 b g .

Control Panel

=) Direct Contral

& Print Report

& it

24 StatLC Pump

Aulozen

Matix
Dverlay

@ TunlampOn

& TunLamp Of

= Data

ce
[\~ Post Run
gg Reprocess

s

»
|| Riesuks | Resuts Spreadshest

Status Panel

|

Properies

Instrument

% Data Selector - Mulliple Samples

The Data Selector opens.

i el @ | Show Search i}
i oopen )l Organize ~ Actions ~ Delete X J
Select Batch Name Batch Group Batch Descripion  Created DatelTime  » R d By R
External stds-UT_ Example data 37312008 2:14 PM ReddySN 3/3/2008 211
Select | SampleName | Analyst Sample Type Acquisition DatefTime® | Sample Descripion | Repracess
std1 ReddySN Sample 3132008 12:13 PM =]
std2 ReddvSN Sample 32009 12:27 PM
B 43 ReddySN Sample 32009 12:40 PM
stdd ReddySN Sample 342009 12:53 PM =
a5 ReddyBN Sample 3342008 1:06 FM
unknown 1 ReddysN Sample 3432009 1:19 FM
unknown 2 ReddySN Sample 32008 1:27 PM =
unknown 3 ReddyBN Sample 3432008 1:36 FM
£l |




NOTE:
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3. Select the Batch listed in the Data Selector you want to open.

A Batch in Chromera consists of the entire collection of data and metadata used to produce a set of
results. A batch may represent a single injection of a sample on a single detector instrument, or it
may represent many samples, with many replicate injections, on an instrument with multiple
detectors and multiple data channels. The creation of a batch is directed by a sequence.

A batch contains:
e All the sample identification specified in the sequence.
e All the original raw data points generated from that sequence.

e All the original method settings used to control the instrument and acquire the original raw
data. (When possible.)

e The current and complete set of integration parameters used to generate the current set of
peaks.

e The current and complete set of calibration information used to generate the current set of
results.

e All the results generated from the processing of the raw data using these “embedded”
method parameters.

Data acquired from the Sequence mode in Run Time will be written to a new batch containing all
the data from all the injections made from that sequence.

Data acquired from Single Injection mode in Run Time will cause a new record to be written to a
new batch created by Chromera, containing all the data from each injection made, until the current
Run Time mode is changed.

When TotalChrom data are imported into Chromera, a new batch is automatically created, containing the
raw data and sample information from the TotalChrom RAW files, and as much of the TotalChrom
Instrument Method as possible. Since results are not imported from TotalChrom, the imported batch will
not contain any peak information.

If data are processed more than once, the new results may be either appended to the existing
batch, or written to a new sequence containing all of the information described above. The choice is
driven by the nature of the selections and changes made in the Reprocessing environment.

Results are never overwritten or modified in a batch. New results are just appended to the data in
the existing batch. Open the desired Batch of data to view through the Data Selector.

¢ A database search query can be constructed to refine the selection of data.

¢ Searches can be saved and recalled for convenient retrieval of data fitting routine criteria.

4. Click Open.
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Modes of Operation

In the Post Run environment depending upon the mode selected, you take one of three actions from
the Actions menu. You can either view data without changing anything (Standard Post Run Display),
optimize the integration of individual injections (Peak Identification review), or optimize the current
version of the method in the database using one of the injections as an example (Go to Graphic
Method Editor).

=% Chromera - Instrument1 (bielecrj)

File  Wiew Tools

e
Standard Fost Run Display [l- @~

RS T D b |y Scale AllCharts

27| Peak Identification Review

-] o to Graphic Method Editor s 1 UVDet-31 -1

B

= Yiews

B General Yiews
Single Plot

= Data SO T T T T T T T T T T T Y T T TR B B N A
00 05 10 15 20 25 30 15 40

Sample Name Sample Description Injection Number =
3 =2 \ std1 \ 1 =
RiDet41:2
Pump Precs Channel Ret. Time Component Name Height  Final
[ UWDet3 13 [y uvoets 352 : ]
[IRIDet4 13 ¥ Det-3 1 2470 4330143 | 9828699
£ __ & RiDet4 1 0540 ] EX] |
(5) RunTime RiDet41 1482 7611 7.88
RiDet41 1837 7618 540
>
Eﬂ Method Sample: Name S ample Description Injection Mumber
7 seauence il :
ad 3
1] Post Run sd2 !
ad2 B
ﬁ Reprocess A2 3
QJ Reports ikl !
W ad3 B )
e . >

4y

k)
&
£

Peak Identification Review

The Peak Identification Review allows optimization of the currently selected chromatogram, by permitting
changes to the integration parameters for that channel data, and that channel data only, thereby
generating potentially new results for that data. These results are appended to the same batch.

Go to Graphic Method Editor

This functions the same as Graphic Method Editor, but only for the data on that Channel. It launches the
method editor for current version of the method from the database, and displays the currently selected
data in Graphic Method Edit (GME) mode. This action leaves the Post Run mode and automatically
loads into the Method Editor the current version of the method for the selected channel data.
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General Views of Plot Displays

Navigate through the Sample Tree in the Navigation Bar to select the Channel Data and Sample
Replicate to view. The plot mode will display one or more chromatograms at a time. The results for the
currently selected Data Channel will be displayed in the lower frame. Plot Options control the display of
annotations, peak information, peak fills, etc.

Single Plot

To display a single plot:

1. Select Single Plot from the General Views.
2. View the chromatogram for each Data Channel one-at-a-time.
In this example, UVDet-3 1:1, RIDet-4 1:1, Pump Pressure:1, etc.
3. Navigate through the Sample Tree or scroll through the plots.
=% Chromera - Instrument (bielecrj)
File wiew Tools  Display  Actions  Help
b G o | @[ O s ] s B s B B S L e i e | g sl s
Batch: External stds-UTM-2
il ey S0 1. UVDeta 1. 1
- Yiews
Matrix
Overlay
= Data -ZD—Elwlw\\l\lll\ll\\l\\ll\ll\\ll\l\\\l\\ll\l\
= [7] External stds-UTM- & oo o® o e é,:egm.,; 2 =0 s 0 @
FHDet—an
Pump Press Sampls Name Sample Description Injisction Number =
WDet-31:2 std1 1 =
[FRiDet4 1:2 EE 2
B ovpera s w1 E
H\Det—413 v sd2 1
< | = st 2 2 | |
() run Time = -
)| Method Z:g j
7 seauence G T
17 Past Run wdd 3
5 Reproces e '
leports #d5 3 3
L : 2
Results |
4. You can optionally display a Radar Window from the Display menu. The Radar Plot indicates the

localized region of the main plot that is currently in view.

Fle Wew Tools Display Actions  Help
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Post Run A
= Views 100 — D |
= General Views s0-E i\ a Iy
Stacked Plots VBT i e e e e e e
Matrix on o0& 10 15 2n 25 30 35 40
Overlay XAAT,Y BT Time (min)
std 1:UVDet-31:1
E_E
o S0
P ook
= Data g2 S S
0B 07 08 Lik:} 10 11 12 13 1.4 15
=[] Estenal stdsUTM- & Tine tminy @
ki QlResuts




Tutorial Part 4. Viewing Results and Reprocessing Data. 55

5. Clicking-and-dragging in the Radar Window will display that selected region of the chromatogram
in the main plot.

6. Zoom and un-zoom using click-and-drag and selections from the context menus.

| Unda Zoom [ |

L

Plaok Information

Add User Label. ..

Annotations

Flat Options

Save Plok Image. ..
Prink Presvigwm

Print. ..

Copy Image ko Clipboard
Copy Data to Clipboard

Rescale Tools 3

7. Expand the size of the chromatogram frame either by dragging the splitter between it and the
Results frame, or by double-clicking on the Title Bar for the chromatogram.

=% Chromera - Instrument1 (bielecrj)
File Visw Tools  Display  Actions  Help
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= Gieneral Views 100-F
Stacked Plats 90-F
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S s0f
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2 E
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= [Fsd1 g w0k
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[FIRIDet-41:2 E
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E
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Stacked Plots

Stacked plots enable you to view more than one plot at a time in a single column. To display stacked
plots:

1. Select Stacked Plots from the General Views.

2. Navigate through the Sample tree or scroll through the stacked plots.
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3. The number of chromatograms to display and the order of scrolling through Replicates and Channels
can be controlled by selecting Plot Layout from the Display menu.

Stacked Plots Layout Options

(%) Display all chromatograms |

() Populate as defined below

Stack

Layers

tdasimum plots to display
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Matrix

The Matrix mode allows multiple Data Channels or Replicates to be shown simultaneously for each
Sample. To display a plot matrix:

1. Select Matrix from the General Views.

=% Chromera - Instrument1 (bielecrj)

File Wisw Tools Display  Actions

iy @ S @A O E RSl - B HRRF LIS R e
€ { Batch: External stds-UTM-2

Help
| gay Scale: Al charts

Post Run

|

[ Yiews 3 : -
- General Views 7 : z
Simgle Plat - ki - I:
Stacked Plots ] - -
Overlay E - -

4+ o S ot e

_— — B
= Data - : -
| - - =
=) [] Extemal stdsUTH- A& | | .: E=
[EREEER - -
RiDet = =

Pump Press = sy

3
[P UvDet21:2 X283 15560 * - Shiniig ——
FARDetatz || ——= == — —
[¥] Pump Press :

[ VDet31:3 -
[Z1RIDet4 1:3 M| =
@ T |E

®Run'[ime =
Hé’iﬂpqethnd ;77777 s g S s s
EEHSequence <

[\~] Post Run

Ty T
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|IEE BN EENEE]

3
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:ﬁ Reprocess L
EENECE |1 =
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JE; | >
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7| | Resuts |

2. Selecting the Matrix Layout Options control enables you to display and navigate through the
Layers of Samples and Replicate Injections and Data Channels.

Matrix Layout Options

() Display chiomatograms in successive cells

(=) Populate matrix as defined below

Fiows Caluninz
Lapers

Injections
I amimum rows to display

M aximum columng to dizplay
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Overlay

The Overlay mode allows up to 30 individual chromatograms to be displayed in the same plot window.
Use Plot Options to control the colors to be assigned to each of the chromatograms. You can select
specific plots to be displayed or not displayed can be selected from the Sample Tree.

To overlay plots:

1. Check and uncheck the data items to overlay.

=% Chromera - Instrument1 (bielecrj)

Fle WVew Tooks Display Actions Help

G| S 80 @ [0 O B L D e B ]SS LTE R [Tl sl ks

Post Run
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= [H] External stds UTH- A
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3-D Display

When in Overlay mode, you can enable the 3-D mode. Use the horizontal and vertical scroll bars to
rotate the plots around the X, Y, and Z axes. You must be in the Overlay mode to undo the 3-D mode.

To display plots in a 3-D display:

1. Select 3-D from the Display menu.

=% Chromera - Instrument1 (bielecrj)

242 UTDed 132

N std 1 UvDet-3 101
= Views :
std 1: RIDet-41: 1 1 -« std 20 RIDet-41:3 std 2: RID:

= General Views

Single Flat 480
Stacked Plots
Matriz

= Data

& [H] Estemal stds UTM- &
=[] std1 E|
UVDet3 T
FilDet4 1.1
[ Pump Press
UvDet3 12
FilDetd 1:2
[ Pump Press
UvDet3 13
Il H\D‘EM 13 ¥
¥

<

@ Run Time
32 Methad

FA seauence T — T

#\<] Post Run

- S ample Name Sample Description Injection Number
;:ﬁ Reprocess
unknown 1 2

Q Reports 2 »

& (=l

2. Double-click on the 3-D plot to start or stop auto-rotation.
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Reprocessing the Data

Once you have acquired data and stored it in a raw data file, you can process that data repeatedly. The
Batch Reprocessing function enables you to reprocess a large number of files in succession.

One of the purposes of reprocessing data is to re-analyze the raw data files listed in a sequence. For our
last exercise, we will use the sequence file we just created to reprocess data files with our optimized

method.
To reprocess files in a sequence:

1. Click the Reprocess button in the Navigation pane.

=% Chromera - Instrument1 ibielecrj)

Fle Wew Tooks Display Acions  Help
i S @ OB ElE3-3-H KIS
_ ¢} Patch: External stds-UTM-2

Reprocess |

Reprocess

Blank Peak Detection Peak ID Calibration Quantitation Reporting

L n n n n
U U U U U

Fiocess these Channet: |

[ B | "% | uselatest Stored Version o Method 7 |

Sequence | Resuls

Name Description Group Author Edtor

@ Run Time
35 Method
328 scquence

[ o

ﬁ Reprocess
w&pul s

»

[

|~

NOTE: If you selected the Batch Reprocessing function when you had a sequence open, that sequence is
supplied as the default. The Reprocess environment consolidates all the controls needed to selectively

reprocess a batch of data.

2. Select Open Data... from the File menu to use the Data Selector to open a Batch of data to
reprocess. New Searches or saved Searches can be used to refine the criteria for retrieving data

from the database.

& Data Selector - Single Batch ‘z”i‘rl_(l
3l @ | Al ] Show Search |
|| | Organize + Actions ~
Select Batch Name Batch Group BatchDescripion | CreatedDatefTime v ReprocessedBy Reprocesse
T Etemal stds-UTh-2 - Example data 31312009 2:14 PM ReddySN 332008 211

3. Click in the Select checkbox to select the batch, then click Open.
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#« Data Selector - Single Batch EHE@
: M. | j Show Search L}
open | Organize ~ Actions ~ Delete X,
Select Bhtch Name Batch Group Batch Description  Created Date/Time < ReprocessedBy Reprocesse
{ Edternal stds-UThi-2 Example data 3/3/2008 2:14 P ReddySh 3f3i2009 2:1

The screen is populated with the data to be reprocessed.

File Wisw Tools Display  Actions  Heslp
LB @EOE sl Ed-B-HNHF
“{ External stds-UTM-2 (Idle)

Reprocess

Reprocess |
Blank Peak Detection Peak ID Calibration Quantitation Reporting
n n n n n
u u u u d
Process these Channels: | LVDet:3 1, AIDet4 1 v/
P> [ |45 B 5 | Use Latest Stored Version of Method |7 |
Sequence | Results
Name Description Group Author Editor
= | External stds-UT ‘ Example data vl bielecr] ‘ bielcri
Reprocess gl s Method Standard jections | &
1 Sample | std1 ﬂ El 1
2 Sample || std2 D| 3 1
3 Sample  w|ad3 D| 3 3
4 Sample | std4 E 3 1
V] Sample std5 3 1
(%) Run Time g P b ]
- g Sample  w | unknown 1 D| z 1
ﬁj Method
7 Sample || unknown 2 E B 1
EEE Sequence 8 Sample  w| unknown 3 i| z 1
i.ﬁ\r) Post Run Per Sample Report
~ Sample Type Fiequency Fiepoit Template Dutput Target File Type
é Reprocess
= | - ‘ Repart per Injection  + D‘ -
~
LJ] Reports
&l ||« B

The amount of processing to be performed is controlled by using the processing Slider Bar.

External stds-UTM-2 (Idle)

Process these Channels: | LvDet-3 1, RIDet-4 1

Feprocess |
Blank Peak Detection Peak ID Calibration Quantitation Reporting
“ n n I r
u u u : i u
A

’ D | #1 [ 55 ”Use Method Saved with Resuls FH

| Sequence | Results Use Methad S¢

4. Select the method version from the drop-down list to use for processing. This is disabled when the
batch is being processed. Options available are:

Use Latest Stored Version of Method: The current version of the method specified in the

sample row is read from the method
The starting point for reprocessing is

database and used for reprocessing.
automatically set to Quantitation, because Peak

Detection, Peak ID, and Calibration information will be used from the existing results.

Use Method Saved with Results:

The version of the method saved with the results are used

for processing (processing must start with Quantify or later — see below).

NOTE: Rows in which a new method name is selected will always be processed with the current version of that

method.
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When selecting a different method for processing, a hew batch will be created using either the
Name of your choice, or the same name as the existing batch but with the timestamp of the
reprocessing.

5. Select from the drop-down, one or more of the Data Channels to be reprocessed.

External stds-UTM-2 (Idle)

Reprocess |

Blank Peak Detection Peak ID Calibration Quantitation Reporting

} 3 ] | A v

Process these Channels: | UWDet-3 1, RIDet-4 1 w |

" [ | [ 73 | Use Method Saved with Results ;J

Changing any information in the sequence will cause a new batch to be created using either the
Name of your choice, or the same name as the existing batch but with the timestamp of the
reprocessing.

External stds-UTM-2 {Idle)

Reprocess |
Blank Peak Detection Peak ID Calibration Quantitation Reporting
I_: n n ! n Y
U U U : i
Frocess these Channels: | UvDet-31, RIDet-4 1 b

’ ] G ZRENEN U< Method 5 with Results

Sequence | Fresults|

Mame Description Group Aathor Editar

= | Esternal stds-UT | | Examnple data vl biglecr | bielecr |

6. Set desired Decision Points between samples and injections to automatically pause the Batch to
allow manual review of the data, calibration, or peak detection.

’ D | 3 G :5 | Use Methiod Saved with Results LI
Sequence ‘M|
Mame Description Group Author Editar A
(= | Esternal stdz-UIT | | Example data v| bielecr ‘ hielecr |
Reprocess S_?mpla Spiample Method Standard Injectionz
ype ame: 1
(SR N R 13T I ] | | 3
Decision Paoint Type Decision Mode Input Mame Target Type File Type
1 b i ‘ D| v | hs
[Drata Feview
Ak Peak Detection Review ?f;:fée Methad Standard Injections
Calibration Review
= 2 m H@Url il 3
3 Sample | std3 3
4 Sample | std 4 3
3 Sample w | std 5 3
E Sample + | unknown 1 2
7 Sample w | unknown 2 ]
2 Sample w | urknown 3 2 o
< 3

7. If report templates have been created for different Sample Types, Per Sample Reports can be
generated on a Sample Type basis.
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External stds-UTM-2 (Idle)

Reprocess |
Blank Peak Detection Peak ID Calibration Quantitation Reporting
, L { { :”i Y
Piocess these Channels: | UVDet:3 1, AlDet-4 1 v
B [ | 49 [ 3 | Use Method Saved with Results i
eaerce | Feauls
Name Desciiption Group Author Editor
= ‘Exlernalslds—UT ‘ Example dala v‘bielecn bielecrj
Fiepiocess zanek sk Method Standand Injections | Blkten Den
1 Sample v |sd1 3 1.00
2 Sample v |sd2 3 1.00
3 Sample |+ std3 3 1.00
4 Sample | std4 3 1.00
5 Sample | std5 3 1.00
3 Sample | w | unknown 1 2 1.00
7 Sample | w | unknonn 2 2 1.00
e = 12
Per Sample Report
Sample Type Frequency Fleport Template Dutput Target Filé Type Dutput Name
| v ‘ Report per Injection  + ‘ D| v ‘
& H

8. Use the controls on the toolbar to Start and Stop the batch processing as desired.

Reprocess | [
Blank Peak Detection Peak ID Calibration Quantitation Reporting
[Ir n n n v U
: i U U 0
Process these Chatnels: | B hd |
00 = 4; Lt | Use Latest Stared Version of Method | ] J
1
Sequence | Fesults
MName Description Group Author Editor
= Imparted from Tat v | Al Barckhatf | &l Barckhaff |
Reprocess S?LnDp;e ia‘::ﬂae Method Standard In
1 Calib: Ave  « | UTH Cal 1:1 Linear Force g Lewvel 1 w1
2 Calib: &ve | UTH Cal1:2 Linear Force E] Level 1 w1
4 Sample w | UTH sample Linear Force E] 2
v ﬂ v
PerSample Report
Sample Type Frequency Fieport Template Output Target File Tppe Output Mame
| ] 3 ] 4 ]
< ¥

9. Select the Results tab to view the data as they being generated.
No quantitated results are shown for the analysis of calibration standards.
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£% Chromera - UY-¥is Instrument (41 Barckhoff)

File  view Tool Display Actions Help

Reprocess Control Panel
- Direct Control
Blank Peak Detection Peak ID Calibrati Q itati porti 24 StartLC Pump
I n I\ h V. { Autozeio
1 ) tr
e ——— @ Tu Lamp On
Tum Lamp Oif
Process these Chanels: [A | @ Tuntane
D> [0 | 3 [ 53 | Use Latsst Stored version of Method 7 |
\s‘.equenL\ Resuls | |
e
S ample Name: Sample Description Injeetion Number =
UTH Cal 11 1 =
UTH Cal 12 1
UTH Cal 14 1
UTH sample 1
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B 147 Beta 15973459 24110196 [0.00
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B 3045 475t EES o e
B 0520 Alpha SN
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B 3045 475t EES 1
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o || [utMsampe | 2 | B S v
/7] Post Run =
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<3 Reprocess PEA |og1e | Aigha |emeange[eesa0Es M5
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10. The data are automatically loaded into the Post Run environment for either review or optimization.
Now we are ready to use this sequence with the Batch Reprocessing function.

The next section describes how to set up and run a simple sample analysis
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Overview

In this part of the tutorial you will:
e Configure an Instrument (pump, autosampler, detector, oven) in Chromera Manager
e Create and save a Method
e Run the Method in Single Run Mode
e Acquire data
e Create and save a Sequence Mode

e Run the Sequence

Prepare Your System

Prepare your system for this tutorial with the solvents (mobile phase), column, and sample for
you're your analysis.

e  LC grade methanol and water. Reservoir A = Water; Reservoir B = Methanol
e  Universal Test Mix (P/N 00890893, 5 vial pack)

e  3x3 CR C18 column (P/N 02580195) and column holder (P/N 07150028)
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Creating an Instrument and Database in Chromera Mana_ger

This example briefly describes how to configure an instrument to run a simple analysis. In this
tutorial example the instrument consists of a Series 200 Quaternary Pump, Series 200 Autosampler,
Flexar UHPLC detector, and Series 200 Column Oven. For more details refer to Create an
Instrument on page 10.

Create an Instrument

To create an instrument, follow this procedure:

1. Click on the Configuration button }{3 Configuration to display the initial Configuration

screen.

2. Click in the Name field and type a name to define the name of the Instrument (for example
LC Tutorial).

3. Click the plus button I+! to the left of Name to expand the entry fields so that you can enter
each of the Device Names to make the instrument. Click in the Device Name field and
select a Device Name from the drop-down list.

4. Click in the Port Name field and select a Port Name from the drop-down list.

5. In this example we are not going to enter a Device Description, Serial Number or
Firmware Version.

6. To add another device, click in the next Device Name field and select a Device Name from
the drop-down list. Continue to enter the information for the device.

7. Set the DB Connections settings. Leave the Server setting but change the DBName to
Tutorial, and ArchiveDB to TutorialArchive. Each instrument can have its own database.

8. When done, click the Save button to save this Instrument Configuration. The
Instrument is displayed under the user name in the Navigation Pane.

+ Chromera Manager ‘Z"E‘g‘
Actions  Help

Launch | Launch Data only

Configuratich

£ & Chiomers User
=30 LC Tutoial | User ID Domain Computer Mame  User Name User Date
(=] ‘ Chromera User ZZZLCLaB2 ZZZLCLaB2 Pernone 05/26/2003

Instrument Configuration
UseWith ELAN

Name

Device

Device Name Port Name Device Descipin | UserDe
Series 200 Quatemary Pump | comM7 v 5200t
Series 200 Autosampler | COME v 5200 A
Flexar BV UHPLE Detector | COM3 v FXWUE
Series 200 Peltier Column Oven | COM10 v POven-

* A4 v

DB Connections

Server DBName ArchiveDB

\ locathosthSALE xp \ Tutorial \ Tutorialirehive \
Instrument Configuration
Name Creation Date Descripion UseWithELAN
#| | \ [ =

R s
T}

X Configuration

=~
i \} Database Management

4%
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Create a Database

Before running Chromera you must create a database. To create a database, follow this procedure:

1. Click on the Database Management button ‘:%,‘m-bmmmm to display the database
screens.

The database functions (Create, Backup, Restore, Delete, Archive, and Retrieve) are
displayed as tabs. Click on the tab to display more detail of your desired function. In this
tutorial click the first tab to Create a database.

# Chromera Manager

Actions  Help
Launch | Launch Data Only

Database Management User: [Chvomera User ]

& & iChiomera Llser |

5 Instument:  [LC Tutorial |

Create | Backup | Restors | Delete | Archive | Retrieve

-
EETEr=

Servername:  |05ahos\SALEspress |

Methad/Sequence database: [TutsrisMethodS equence |

Batch result database; | ToriaBatchesut |

Select database to cieate: (8 Method/Sequence/Result O Archive

f ]
L !

Create Database |

Messages Creation of "TutorialM ethodSequence" database
successful,

Creation of "TutorialBatchResult database:
successful

L po—
=11}

% Configuration
ey ]
., Database Management

»

Notice that the Server name is filled in. This name corresponds to the default DB
Connection settings that were made when you configured an Instrument.

2. In this example we are creating the Method/Sequence/Result database.

3. Click the Create Database button.

Observe the progress bar to the right of the Create Database button as the database is
created. When the database creation is complete a message appears in the Messages box
indicating this.
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Launch Chromera

The Chromera application is a separate application from Chromera Manager and must be launched
(started). To launch Chromera, follow this procedure:

1. Select the Instrument you want to initialize and click the Launch button ... or simply
double-click the instrument name.

¢ Chromera Manaper

| gtioes | telo

Laurch Daka Orly

Instruments
-4 bt

] rimaenit | i L

LASSHLLDMS Bl Nt Corrmchad

Drag a column header hare 10 group by that ceduma

The system does extensive checking of the Chromera installation to ensure that the database
is intact, proper program files have been installed, etc.

% Chromera 3]

?Chromera‘
y

Copyright € 2008 PerkinElmer, Inc

Checking software libraries

Any normal errors or warnings encountered during startup are displayed.

2. Once the system is running, instrument errors are displayed in the fade-in notification area,
and will be written to the Error Log, accessible from the Chromera Tools menu.

Unexpected errors are trapped at the OS level and recorded in the Windows Event Log under
Application Errors.

System Check Alerts

System Errors and Warnings

1
A ICE[Binary Pump]: Warning: the Port Mame has been left empty. A Port
MName is required

!
A |CE[Autosampler]: Waming: the Port Mame has been left empty. A Port
MNarme is required

!
A ICE[UN-Yis Detector]: Warning: the Port Mame has been left empty. A
Part Mame is reguired

I Cartirue Close

3. Once Chromera has been launched, the Device Connections dialog displays showing the
status of the connections. As the Device tries to connect, Connecting ... displays in the button.
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= Device Connections

If a device does not connect, click the Connect button to retry making a connection to the

instrument module. You can display the Device Connections dialog at any time from the
Chromera Tools menu.

After all Device Connections are made Chromera displays in the Run Time mode.
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Using Run Time

The Run Time mode allows you to collect data without developing a comprehensive method. You
enter only the parameters that are essential for performing a run. This is helpful when you are first
starting to use Chromera; for example, if you are performing a survey run on a type of sample that
you have not analyzed before or when you are developing instrument settings for an analysis.

In this tutorial we will create a simple Method to use in Single Run mode. We will later use this
method when we build a sequence. Before creating a method lets set initial conditions using the
Manual Control Mode.

Manual Control Mode

Use Manual Control to directly set initial conditions for system startup, equilibration, and detector
monitoring. Here you will purge the pump, set the initial conditions and equilibrate the system,
flush the autosampler, and verify that the detector is properly working. This is essentially the Direct
Control mode of the software.

»  Select the Manual Control mode.

% Chromera - LC Tutorial (Chromera User)

File  view Tools Display  Help
1l -B-NNHESIE L .
LC Tutorial

AbsorbanceData: 0 : AbsorbanceData : 0

=l Control Mode = Direct C...

© Mansi Cortl

5 Stat LC.
8 sutoze
& Tumn Lam
& Tum Lam

o
O Sequence

iee (A

[ S Y
L e

= Plots

Flot 1

Fhsorba

n n n n TSR] n n
130 135 140 145 15.0 155 16.0 165 7.0 175 180 185
Time (min)

Manual Control

-~
Manual Contral... £=3

PumpSettings | Flow Rate (mldrin) %0 %810 %0 2010
T 2000 | oo | o0 | oo | ‘we |
@ Run Time Purge Pump | Flow Rate (mL/min] | 100%A() | 100%B() 100%C()  100%D()

= — e AR
1)) method S TR | O | 1 0|1 0|
FlushVolume (L) Number of Flush Cycles
[ifif sequence | T | 1000 | 2 |
] Post Run UV-Vis Detector | Wavelength [nm) | Sampling Riate (ptsrs)
ey B 5 | Shutdovn
o Raiesi Oven Temperaiure (C] | Tolerance +/-

(/| Reports > 0

-7.0000 mé|

v

Instrument

B
B

Purge the Pump

You need to purge the pump to remove any trapped air from the solvent lines and fill the lines
from the solvent reservoirs to the pump with the selected mobile phase.

1. Make sure the pump solvent inlet lines are in Reservoir A: Water and Reservoir B:
Methanol.

2. Locate the Prime/Purge valve on the front of your pump.

You will have to either open the pump door on a Series 200 pump or on a Flexar pump
remove the front cover.

3. Attach the 30ml priming syringe to the Prime/Purge valve on the pump.

4. On the Purge Pump settings, type 10 for the Flow Rate and click in the 100% A checkbox.
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Purge Pump Flow Rate [mL/min) 100% 4[] 1005 B[] 100%C[) 1005010
ey | w | &M | Oo | 0| 0|

5. Open the Prime/Purge valve by turning it counterclockwise.
6. Click Apply to start the pump.

7. Collect about 25 to 30 mL in the syringe then click Stop LC Pump in the Control Panel.

Control Panel

= Direct Control

-:' Stop LC Pump
@ Autozero

{:ﬂ Tuin Lamp On
& Tum Lamp DFF

8. Close the Prime/Purge valve by turning it clockwise, then remove and empty the syringe.
9. Attach the 30ml priming syringe to the Prime/Purge valve on the pump.
10. On the Purge Pump settings, click in the 100% B checkbox.
11. Open the Prime/Purge valve by turning it counterclockwise.
12. Click the Apply button to start the pump.
13. Collect about 25 to 30 mL in the syringe then click Stop LC Pump in the Control Panel.
14. Close the Prime/Purge valve by turning it clockwise, the remove and empty the syringe.
Equilibrate the System
Equilibrate the system with your mobile phase concentration to provide a stable analysis.

1. On the Pump Settings, type 2 for the Flow Rate, 30 for %A (Water) and 70 for %B

(Methanol).
Pump Settings Flow B ate [ml/min) a) 2B ) ZC0 %00
| Apply | 2.000 | 0.0 | 0.0 | 0.0 | oo |

2. Click the Apply button to start the pump with these settings.
Let the system equilibrate for 10 minutes.

Flush the Autosampler

While the system is equilibrating, flush the autosampler.

»  Click the Apply button to flush the autosampler.

Flush Autozampler | Flush Volume [uL) MHumnber of Fluzh Cycles

| Apply | 1000 | 2 |

The autosampler will flush using the displayed Flush Volume and the Number of Flush
Cycles. In this example, it will flush 1000 L two times.




74 . Chromera Tutorial for New Users

Verify that the Detector is Working

1. While the system is equilibrating, change the wavelength to 260 nm then click the Apply

button.

UV -¥is Detector . W avelength [nm] Sampling Rate [pta/s]
| Apply | 254 | 5 |

The baseline should change on the display.

=% Chromera - LC Tutorial (Chremera User)

Fie ‘iew Tools Display Help
H@iOEfiEslad - B-HRHFIE S 10
S el ¢ Tutorial
Run Time

AbsorbanceData: 0 : AbsorbanceData : 0

-/ Control Mode
© Manyal Contrel
O Single Run
(O Sequence

£ Plots

Plat1

—

Manual Control...

2

ER 300 EH

B
Time (min)

Manual Control

ats

Control Panel

=) Direct Control

22 StopLC Pump
B sutozer

@@ TunLampin
€& Tum Lamp Off

_:3 Reprocess

Oven Temperstue ) | Tolerance +/-
/] reports E:l 1.0

B

PumpSettings | Flow Rate (i /min] 4 ) 3B [ Pl %0 )
| pply | 2000 | =0 | o 00 | 00 |
() Run Time Purge Pump | Flow Fate [mL/min) | 100%4() | 100%B[) | 100%C() | 100%D[)
& (YT d
|E] Methad | | 5]
Flush Volume [uL] | Number of Flush Cycles
i seauence o 2
1| Post Run UV-Vis Detector | Wavelength nm) | Sampling Riate [pts/s]
f Apply 280 ‘

|~

Status Panel

32000 mal
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Create a New Method

While the system is equilibrating, create a method to be used with your analysis.

To create a new method for the current instrument configuration:

1. Click the Method button to select the method environment. Then select New Method from

the File menu.
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Type a Method Name, Group name, Description, and Notes.

The Group name is like a folder, and is a required field; whereas Description and
Notes are optional.

In this example the Method Name is Tutorial, the Group is Chromera Tutorial, and the
Description is UTM.

% Chromera - LC Tutorial (Chromera User)

Control Panel

tethod Mame.

=i Instiuments
FXUVLHPDet-
5200 Quat
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| Tutorial |

Pump Pressure
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=7 Caibration
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Status Panel
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The Method Tree (in the Method pane on the left) provides

settings or to each module separately.

Click Instruments in the Method pane to display the devices and their parameters. Enter the

required HPLC parameters.
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access to all the instrument

Control Panel

Status Panel

Fump

This example has a quaternary pump configured for this Instrument in Chromera Manager.

Click S200 Quat and observe that just the parameters for the Quaternary Pump display.

Click the plus sign I+ to display all of the pump parameters.
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Click in the Step field and enter the parameters for this step, Step 0.
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When done, click in the field under Step 0 and enter the parameters for Step 1. Leave the
rest of the parameter as the default parameters.
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6. Click FXUVUHPDet-3 and observe that just the parameters for the FXUVUHPDet-3 display.
Click the plus sign I#! to display all of the pump parameters.
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7. After entering all of the parameters for all of the devices, select Save Method or Save
Method As .... from the File menu.

You may see a message similar to the following:

Run Time Reconciliation

The pump run time exceeds the end time for the following device:
The: detector FXUYUHPDet-3 end time is 0.0,

Do you want the end time of the above ko be extended ko be the same as the pump run time 4.07

Click Yes and the method will be updated.

8. Click Instruments and view your entire method.
Click each plus sign [+ to display all of the parameters.
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Running the Method in the Single Run Mode
To run the method, go to Run Time and make the method you just saved your Active method.

1. Click the Run Time button, then select the Single Run Control Mode.
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Now you need to open the method you saved.

Select Open Method from the File menu.

The Data Selector — Single Method displays. Click the plus sign I+ to display the available

methods. This example shows on one method — Tutorial.
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Click in the Select box to the left of the Tutorial method, then click Open.
The Method appears as a Not Active method:
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4. Click Apply to activate your method.
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An Active Method is the method currently in control of the instrument and can be edited or
modified as required while it is running.

e  Any step of the method not yet begun can be changed.

e  Any processing or calibration change can be made.

e  Apply the changes to the method without saving them.

e  Save the method and have the changes apply to all subsequent injections.

5. Click Autozero in the Control Panel.

6. Click the Syringe button ﬁ to start the method run.

The Autosampler starts to inject and the display a Real-Time Plot. The Real-Time Plot lets you

view a plot of the data as it is being acquired by an interface. It autoscales to the largest
peak.
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When running in Single Run every run creates a new batch as each injection becomes a separate

entry in a Chromera Batch. Each injection is saved with its complete method, the raw data, and any
results generated.

For most labs the proper way to run Chromera is through a Sequence. Now lets build a simple
sequence.
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Building a Sequence

Sequences are used to control acquisition and analysis of chromatographic data produced by a
series of injections. Use the Sequence Wizard to create a sequence for running new samples and
acquiring data. It is also possible to create sequences through the Sequence Editor.

Using the Sequence Wizard

1. From the Tools menu select the Sequence Wizard to create a new sequence to acquire
new data with the new method.

2. Enter a Sequence Name, Group name and select your desired Method.
In this example, the method is Tutorial.

Chromera Sequence Wizard

Idertification

Sequence ldentification
AutaS ampler

Blark Enter identification for the sequence and select the method ta be used
lanks

Calibration

Sequence name *

Samples |Chromera Tutarial |

Description

Group *

|Ehr0mera Tutarial v |

Method *

| |

* Indicates an entry is required in this figld

3. Click Next.
The Autosampler screen displays.

Chromera Sequence Wizard

Identification

Autosampler
AutoS ampler

Select autozampler contral settings
Blanks

Calibration
Tray type

Samples 100-Postion Tray bt

Starting wial number

[ < Back ][ Mest » ][ Cancel ]

The Tray Type selection is restricted to those available for the currently configured
autosampler.
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4. C(lick Next.
The Blanks screen displays.

Chromera Sequence Wizand

|dentification

Blanks

AutoSampler

Select type and frequency of blanks

Blanks

Calibration

Include blanks in the sequence
Samples

MNumber of injections per blank.
I

b

Elank type

b atri v
Background

s =

< Back ][ Mext » ][ Cancel

5. Since you will not be using a Blank, click Next.
The Calibration Standards screen displays.

Chromera Sequence Wizard

Idertification

Calibration Standards
AutaS ampler

Select type and frequency of calibrations
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Calibration

Include calibration standards in the sequence
Samples

All calibrations from one vial zst
Murmnber of injections per standard
Lalibration type for initial standard set

Calibration type of tepeat standard sets

Mumber of zamples between standard sets

[ < Back ][ Mext » ][ Cancel

6. Since you will not be using a calibration standard, click Next.
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The Samples screen displays.

Chromera Sequence Wizard

Idertification

Samples
AutaS ampler

Drefine samples and zample numbering
Blanks

Calibration

Mumber of samples
1 ~
>

Samples

Mumber of jnjections per sample
I

-

Sample names

Leading
Frefiz Zeroes  Mumnber Suffig
[ Tuterial BRI X

Azsign sample names to calibration standards
[] Wiew sequence

in Editar in BunTime

[ < Back ][ Finizsh ][ Cancel ]

You can apply a haming convention to sample naming if desired. If you entered a Prefix:
Tutorial; Leading Zeroes: 2; Number:1 and a Suffix: PKI you would create sample names
in the series of:

e  Tutorial001PKI
e  Tutorial002PKI
e  Tutorial003PKI
° etc.

7. Be mindful to select to View sequence in Editor or in Run Time. Otherwise, it will be created,
and saved in the database, but you won't see it until you choose to explicitly open it.

This example suggests to View the sequence in Run Time.

Chromera Sequence Wizard

Idertification

Samples
AugtaS ampler

Define samples and sample numbering
Blanks

Calibration

Mumber of zamples
20 E

-

Samples

Mumber of injections per zample
1 E

Sample names
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Prefix Zeroes  Mumber Suffig
| [ B S |

Wiew sequence
() in Editar (3) in BunTime

[ < Back ][ Finizh ][ Cancel

8. When done click Finish.
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Editing Your Sequence

When sequences are created through the Sequence Wizard, they can be automatically opened in
the Sequence Editor when the wizard completes. Also, if your prefer, new sequences can be

created directly from within the Sequence Editor, and existing sequences can be modified.

The editing functions here are the same as those in the Sequence mode of Run Time, except
that the sequence shown in this example is an Active sequence.

The Sequence Editor has a fly-out Editing Tools menu containing editing commands.
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Decision Points can be set between each row of sequence. They allow the sequence to be
paused for a user to perform manual data review:

o Review calibration injections and data.
e Inspect and adjust integration parameters for the active method.
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Running a Sequence

The Active Sequence currently controls the instrument, and can be edited or modified as
required while it is running. Any row not yet completed can be edited and the changes will be
applied, simply by clicking the Apply button. Starting and Ending rows for acquisition can be
selected from the sequence. Rows that are de-selected will be grayed-out.

Click the Run Time button, then select the Sequence Control Mode.
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You can

use the controls on the Sequence toolbar (mid screen) to Start ", Pause DD, or
the sequence as desired.

-
also select the Display the Method .!:L;" icon to view and/or modify the Active

Method currently associated with the sequence.
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3. Click Start o to start the sequence.
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The sequence starts Running and the current row is highlighted green.

4. When complete the sequence stops and remains Idle.
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Congratulations!

You have successfully completed the Chromera Tutorial.

This tutorial was designed to give new users a brief overview of how to setup and explore the main
feature of the Chromera software. There are many different features and options available in
Chromera that were not discussed in this tutorial. We strongly recommend that all users read the
Chromera User’s Guide and the on-line Help carefully in order to fully understand this application
and how it works.

New users should consider attending a Chromera training class to supplement this tutorial. To find
out more information about a training class in your area, please contact 1-800-762-4000 Option 4
or visit PerkinElmer on the web at http://www.perkinelmer.com/Training.



http://www.perkinelmer.com/Training
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Try This First

Troubleshooting system and software problems can be a real challenge to users who have extensive
experience in computer systems, networks, and communications. For those of us who have much less
experience, and just want to get our samples out the door, the complexity and proliferation of
computerized data handling systems and software may seem a bit overwhelming.

The basics of what to do when a problem occurs are pretty much the same. Approaching a system
problem methodically BEFORE contacting software support or service personnel can save you time and
money. For example, start by answering the following questions:

>

Does your system at least meet the MINIMUM requirements as stated in the Chromera
Release Notes?

If it does not, you WILL have problems. These truly are the basic requirements for the version of
software.

Did you check the documentation?

Check the section of your documentation that explains the commands and procedures you are using
to make sure you are operating the software correctly. It may be that what you are trying to do
simply cannot be done, or perhaps the feature you are thinking of is actually located in another
module of the software.

Do not forget the HELP files (by pressing the F1 key) right at your fingertips, as well as the Release
Notes and Known Bugs files available from your Chromera program group. These files contain last
minute information we received from our beta testers after manuals were printed. Your question
and its resolution may be right here.

Have you performed good housekeeping procedures on your system?

Users with MIS staffs overseeing their system needs probably have established system
housekeeping procedures. However, if you also pull double duty as the keeper of your computer,
you will need to perform weekly maintenance. This includes disk defragmentation, file backup, and
removal of any files you no longer need (for example; error log files). Data acquisition systems such
as Chromera are incredibly disk intensive, so the cleaner your hard drive, the faster your system.

Also check your system’s TEMP directory to make sure it's not cluttered with .TMP files you no
longer need. Use a general diagnostics utility once each month to check all other components of
the system for signs of failure. Do not forget to check those cables as well to make sure they are
seated correctly and are not worn from moving equipment around. A little preventative action now
will help ensure that your system is in top shape.

Are you encountering specific error messages?

"I think it said something like . . .” may not be much help to people trying to identify what is wrong.
Determine whether those errors are coming from your computer, DOS, Windows, or the
chromatography software, and write down or make a screen print of exactly what the message
says. Each of these error messages should be described in the appropriate manuals supplied with
your system or software; this description will help direct you to the problem.

Chromera has a log directory that stores error messages encountered by Chromera. Your
Chromera Support Specialists may request that you send these log files for further analysis. We
recommend that you keep at least a week’s worth of these files on hand. This will help us to
determine if the system has a history of repeated error messages.
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>

Is the problem repeatable, or can it be duplicated on another system?

Fundamental to solving software and hardware mysteries is knowing exactly when they occur and
what the conditions are that lead to their occurrence.

a) If you have multiple Chromera systems available, check whether the problem occurs on other
systems as well. If it does not, this may point to a system problem and will help focus the
troubleshooting effort.

b) Can the problem be duplicated with the test data files that came with the system? If not, this
may point to a problem with the new files you created.

c) Are you on a network? See if the problem still exists when you are disconnected from the
network to rule out a network problem.

Remember that system operation is dependent on everything communicating in harmony. In the
case of data acquisition software, the timing and number of these communications are incredibly
complex and demanding on the system, involving both internal (computer, disk drive, printer) and
external (instrument control.

Occasionally, something interferes with this communication and simply cannot be traced. Perhaps it
is the result of electrical disturbances in your lines from voltage brownouts or surges; a strong
magnetic field created by equipment in the next lab; a loose connection; a failing piece of hardware;
or just the night cleaning crew plugging their vacuum cleaners into the same circuit as the system
analyzing your overnight run. If the problem seems to have disappeared, make a note of it just in
case, but you can generally proceed without concern.

What has changed since the problem started?

"It was working fine yesterday. No one touched anything...really!”

Software doesn't just break. Ask everyone who uses or maintains your system whether anything
has been done to it that you do not know about.

e Has someone installed a new software package or driver that might be interfering?

e Has someone on the night shift altered the Chromera or Windows configuration file since you
last operated the system?

e Has someone changed my directory permissions?
e Have my user and/or Chromera process account passwords expired?

It is not impossible that a software file gets corrupted somehow, but before you reinstall the
software, check out the obvious culprits first. These can often be diagnosed quickly by rebooting
your system with a blank system disk containing basic autoexec and config files. If the problem
disappears with the use of this system disk, look to the startup files for a potential conflict.

Hardware on the other hand does break. Even worse, it can break with an insidious style that
drives users and support specialists crazy. It can work fine one day and create havoc the next.
Often we cannot catch this until it finally breaks for good. Every system should have a good
diagnostic software tool that puts its hardware through the paces so hardware faults can be
determined or ruled out. Do not forget the obvious here, or maybe not so obvious, too.

e Did someone move equipment? If so are the cables seated properly?
e Isyour hard disk full?
e Is your printer connected and turned on?

e Did someone wrap that extra length of cable around the base of an old centrifuge to clean up
the lab counter top?

More than half of all the calls to Software Support have nothing to do with the actual Chromera
software, but are the result of problems with Windows, network configuration, hardware system
configuration, or device drivers for printers and other devices.
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Internet Support Help

Additional support information is provided on the PerkinElmer web site:

http://las.perkinelmer.com/content/onesource/index.html

This service provides an economical vehicle for users to get the latest information regarding product sup-
port issues.

When All Else Fails and You Need Help

If you tried all of the above and still need help or advice, it is time to contact us. PerkinElmer has several
options in place for assistance with PerkinElmer software and hardware. Your local sales or service
representative will provide you with information regarding how to access providers of assistance in your
particular country.

If your shipment contains a companion pamphlet covering software support options in your country,
review that pamphlet to see what options are available to you BEFORE that first question or problem
comes up. Keep this information along with user manuals, software media, and the license agreement in
a safe, accessible location.

Register for a User’s Class

Most labs will have a few users that will quickly understand Chromera. As the first month of Chromera
implementation nears completion, arrange to have one or more users participate in a product-training
course. Do not sign up for the class before you have at least 30 days on the system. Our technical
trainers have seen new users take the class before the installation of Chromera, and they just do not
have the experience with the software to get everything out of the class they would have if they had
waited.

In the U.S., you can request a Technical Training brochure, current schedule, or class registration by
calling the For more training contact PerkinElmer at 1-800-762-4000 Option 4 to hear the available
training options or visit PerkinElmer on the web at http://www.perkinelmer.com/Training. Outside the
U.S., contact your PerkinElmer representative for local information.

PerkinElmer Product Specialists

The PerkinElmer field organization has a staff of highly skilled local specialists in GC, LC, and data
handling products who are available for on-site assistance with any application need your lab might have.
These specialists draw on many years of experience in laboratory environments just like yours. If you
would like to use these resources, feel free to contact your PerkinElmer sales staff. In the U.S., call the
Sales Administration staff at 1-800-762-4000.


http://las.perkinelmer.com/content/onesource/index.html
http://www.perkinelmer.com/Training
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Placing the Call . . .

When you need to talk to a technical representative, the following list can help you get the most from
that conversation. Like you, we want to resolve your call as quickly as possible.

» Have the phone within reach of the system.

We may have you try several things on your system to determine the source of your problem. Or,
we may have you go over the steps you are having problems with, keystroke by keystroke, as we
duplicate them on the other side.

> Have your Serial Number, Software Licenses and/or your original software media
available.

You will need these to access most centralized phone support programs and services.

» Have your computer hardware, Windows, and software manuals available.
We may need to refer you to these for additional information.

> Know the version and service packs of all relevant software packages.

> Record any error messages exactly as they appear on the system.

Make sure you can state exactly where errors occurred and what steps are required to reproduce
them.

> Have available the make and model numbers of your computer and associated
hardware.

> Have the end user make the call.
NOTE: DO NOT make calls on behalf of the end user having the problem unless you fully understand both the
problem and the system. These calls are seldom resolved quickly because of the unfamiliarity of the caller

with the situation.

Contacting PerkinElmer

US & Canada Customers Outside the US

Customer Support Phone: (800) 762-4000 Local PerkinElmer Sales Office
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What Happens to My Problem or Suggestion?

As problems and suggestions regarding software operation, functionality, features, or documentation are
reported by registered users, Software Support begins a software investigation. This investigation starts
with a search for whether the issue has been previously reported. If it has, you will be notified of the
resolution. If a problem has not been reported, Software Support will attempt to duplicate your
experience on standard supported computer systems sold by PerkinElmer.

If the problem can be duplicated by Software Support, and it resides in our software, a Software Problem

Report will be prepared and forwarded to the Product Department, as well as, Software Development for
further action.

What If My Problem Can’t Be Resolved Immediately?

Occasionally, everything we do in a remote troubleshooting process comes up empty, and we need to do
some research with the product, your system and data, our engineering staff, or a third party. If we
cannot reproduce the problem, we will assist you with as much user education, system configuration
troubleshooting, and hardware troubleshooting as is possible from a remote location. We will continue
until the problem is resolved or until we can advise you what we think is necessary for it to be resolved.

In cases where we cannot make the symptoms appear as described, we may need to get additional
information from you regarding the system you are working on and its setup and configuration. We may
also need verification that the software is installed according to product documentation. This process
may require eliminating potentially interfering third party software or hardware in an effort to return the
product to a functioning state. Sometimes this can be a tedious process over the phone, and as Murphy’s
Law dictates, this always seems to occur when you have to get those 200 samples out the door. Please
be patient. You are our eyes, ears, and hands in these situations, and we need you.

If the problem requires on-site assistance, or is the result of operation of the software on non-standard
or non-supported hardware or system configurations, Software Support may make several suggestions.
One may be to request you involve the local PerkinElmer Service office and get a service engineer on site
who can help us evaluate the situation first hand. Software Support will work with the local office to
assist in the effort.
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How to Import TotalChrom Data and Methods

This exercise will demonstrate how to import TotalChrom data (TotalChrom Index Files Data,
TotalChrom raw data, or TotalChrom component names from TotalChrom methods) provided that the
RAW data files are in TotalChrom 6.3.x format.

The component names are read into the Chromera Component Dictionary. The Component
Dictionary is a typing aid used in the Chromera Method Editor, to allow component names to be
assigned to peaks in a new method by selecting them from the dictionary, or by using the “auto
complete” mode when typing a component name. This functions much like Microsoft Outlook when
typing the name of a recipient into the To: or Cc: list for a new message.

To Import TotalChrom Data and Methods:

»  From the Tools menu, select TotalChrom Data from the Import Menu.

File  Wiew | Tools | Display  Help
#l|@ i 0|5 Expor P LSS IS Nl

: (& Import v [[Z2  Totalchrom Data. . |-
R N 51| Preferences & (Chromera Results.., —
e f&] Repaort Format Wizard & Chramera Methods. .. -
@ Manual Con ﬁf Sequence Wizard .é Chromera Sequences. ..
) Single Run | & Device Connections ._3 Chromera 1.2 Data...
) Sequence || Error Log

El Dictionary Editar
s S Repracess

The Import Data Type screen appears:

% Import TotalChrom Data

Import Data Type
Select the type of data to be imported and the starting directory

(&) TotalChrom ndex Files Data

Wihen Chigmera imports a TotalChiom index file, it automatically searches for allthe referenced raw files (for sach channel, where applicable] and
cisates a Chromera batch having the same basic shucture (sample types, sample order] as the index fle. Replicate injsctions of the same sample,
wihich appear as ssparate rows in the TatalChiom index fle are assaciated with a single sample row in the Chiomera batch

) TatalChram raw data
When Chromesra imports TotalChrom ravw data it examines the header information to determine which files within the specified directary form part of the
same data set. File referencing the same sequence file nams wil bs gathered into a singls Chromera Batch. Files that share the same sample name,
sample number and vial number will designated as replicate: injections of the same sample. Separate data channel designations will be identified in
the case of dual channel data

© TotalChrom component names
This function merges the component names found in TotalChrom methad files into the Chromera component name dictionary. “Y'ou have the option of

importing names from specific methods or from all methods found within a specified directary ree.
Select the source directary for the TotalChrom files:

[ElE = A
(£ 9add?35deaB6c14b760:90

(L ChromeraData

(L CorfigMsi

(L d0f8ebadif9a982a22

23 del

(2 Documents and Settings
(23 Driverkit

(L Edgeport

(1 Elandata

(L1 MSOCache

(23 MISTZ002

(23 PKISuppant

(23 Progiam Files

(C RECYCLER

(2 System Volume Information
71 Temn &

Cancel

This initial page displays for you to select the type of TotalChrom data to be imported (TotalChrom
Index Files Data, TotalChrom raw data, or TotalChrom component names) and select the source
directory containing the TotalChrom files.
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Import TotalChrom Index Data Files

This option enables you to import a group of TotalChrom RAW data files by selecting the Index (IDX) file
that points to them. This creates a corresponding Chromera Batch as a consequence.

1. Select TotalChrom Index Files Data.

% Import TotalChrom Data (=13}

Import Data Type
Select the type of data to be imported and the starting directory

@ TotalChiom [ndes Files Data
When Chromera imports  TotalChiom indes fle, it automatically searches for sl the rsferenced raw files [for each channel. where appiicable] and
creates a Chiomera batch having the same basic stiucture (sample ypes, sample order] a the inde fle. Repiicate injections of the same sample,
which appear as separate fows in the TotalChiom index file are associated with a single sample 1ow in the Chiomera batch

O TotalChiom raw data
When Chiomera imports TatalChrom raw data i examines the header infomation ta determine which fles witkin the speciied directom form part of the
same data se. Fle relerencing the same sequence fils name will be gathered inlo a single Chiomera Batch. Files that share the same sample name.
sample number and vial number will designated as replicate injections of the same sample. Separate data channel designations will be identified in
the case of dual channel data

O TotalChiom component names
This function merges the companent names found in TotalChrom method files into the Chiomera component name dictionary. You have the option of
importing names from specific methods or from all methods found within a specified drectory tree

Select the source directary for the TotalChiom files:

=@cy
(1 9add235deaB6ic] 46760630
(L] ChiomeraData
(1 Corfig Msi
(0 dDiebad{3a362a22
(2 dell B
(1 Documents and Settings
(0 Diiverkit
(L Edgeport
(1 Elandata
(0 MSOCache
(L3 MIST2008
(1 PrISupport

>

(2 Progiam Files

(L] RECYCLER

(C Swstem Yolume Information

[ Temn L/

Cancel

2. Browse to a folder containing the TotalChrom Index files then click the Next button.

Only the TotalChrom files in that specific folder will be displayed for importing. Subfolders of the
current one will not be searched automatically.

NOTE: T7he Next button is not enabled until you select a directory containing files corresponding to the selected
data type. For example, if you select TotalChrom Index Files Data, the directory must contain IDX files.

The Data Selection screen appears:
List of Index Files

= lmpord TotalC hoom Data
Dala Selection

Gelect the TolalChiom il data lile: bo bo imported inlo Chicmesa Index FI|E
B Fiebame Ansket | CotledDfefTime | Sishn e Intoenstion | Charreld  ChareelB Information
[ ChomsaletSequncent  AEBs. /292008 L0537 P Mame Nk 1

Pt Heat ket

Edhier TCProcet:

Eior Hasi e

Mumbes of tmes_ 1)
Toow g ot . 1/TL2008 4052
Ted a0 date la 1292008 8052

< »

= FisMams CharreiMa..  Aralnt  Acgusien Db/ Time Sisus -

Chanmel A Raw file data information
] CrvomesaTesarallii o & A 1| —— ofthe selected Index fila
] CromeaTesbaine A 2By - (Thiz pane functions the zame as

orecalestDtsllome A £ raw data file import)
oreral eaill gt sl vy A L
omeaTeslE i A HiBu
Fl CromeralesthiosllEiss & AR VZLT00 & 2314 PM -
B Dala [ ChoceesaTeaiDaball)] syw
Instrumant
 Sample
__ruL u_JI :

g ] [Ciee ] [comen ]
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Appendix 1. Importing TotalChrom Data and Methods (Advanced Task). 97

The software reads each file in the selected directory with an .idx extension and determines if it is a
valid TotalChrom IDX file. For the purposes of import into Chromera, "valid" means that its format is
the latest TotalChrom IDX file revision. If the file is valid it is included in the upper pane display list.
Also, a list of raw files for each idx is displayed in the lower pane (The view is same as seen in raw
file import). The first row is selected and highlighted in the IDX file pane, and the first raw file is
highlighted with its information and chromatogram displayed in the bottom two panes.

If IDX files are highlighted in red it indicates a problem shown in the Status field ... which may be
scrolled out of sight.

Analyzt Created Dates/Time Status ~
2t-2006031 B-195508. . Irvvalid idx file
zt-200B031 6-203449. . Irrealid ids file
zhids [rwealid ids File
0070725105654, ds barckhal TA2R2007 10:56:5..)  Blank [dx File
O070725-105836.ids barckhal TA2R2007 10:68:3.]  Blank Ids File
1 barckhal FAARA2007 10:50:0.

A0316-2135922 idw Irrealid ids file
S0316-21461 8 idw Irrvalid ids file
[Fiealid id file
WOF0725-110200.0ds barckhal FA2R2007 11:02:0.. o
< >

You can select one or more IDX files to read. All valid ones will be selected by default.

You can select individual raw files from total available raw files for a select index file, by clicking in
each check box for the desired raw files.

You can also select all / deselect all files of either type by clicking in the check box next to File Name in
either the IDX or RAW file list panes. This selects / deselects all valid index files and all corresponding
valid raw files. Also, selecting any raw file, and then clicking the Next button, will automatically select its
corresponding IDX file.

5. After selecting your desired Index and Raw files, click Next.

The Review Batch Data screen appears, displaying the contents of the IDX file in the logical
layout of the Batch that will be created.:



98 . Chromera Tutorial for New Users

- Import TotalChrom Data EHE|E|
| ReviewBatchData

Review the batch stiucture the data will be imported into

Chromera Data
=42 ChiomeraTestSequence. idx
= Standard 14

>

E Data

ERAE
Chio D.atall v
= ff Standard 1B Instrument
{84 A E Sample
1] ChiomeraT estD atall2 raw
= Sample1
ElAE
[ ChiomeraT estD stal03.raw
= n Sample 2
=B A
1] ChiomeraT estD atali4.raw
=-f] Sample3
ElAE
i ChiomeraT estD stalS. raw i
=] n Sample 4
=B A
1 ChiomeraT estD atallg.rav CheomeraTestDatad0] raw
-] Standad 1T
EFAS
i ChiomeraT estD stal07. raw
= ff Sample 5
S8 A
1 ChiomeraT estD atall.rav
=-f] Sample§
BN
[ ChiomeraT estD stal8.raw
= ff Sampls 7
Bl
1 ChiomeraT estD atalll 0.raw
=-f] Sampled
B?am. et obae A4
Group Hame [ack | [ wmpot | [ Concel |

NOTE: When reviewing batch aata from an index file, you can rename the batch name (for example,
= #2F ChromeraTestSequence.idx ) by right-clicking on it, selecting Rename Node, and typing a new name.

6. Select from the tree display the individual files to import, or select the batch name (the .idx file
name) to import all the data identified in that IDX file.

Clicking on an entry in the list displays the chromatogram and sample information for that file.
NOTE: 7he data files pointed to by the IDX file must be accessible to this computer if they are stored elsewhere,
such as on a network drive or file server.

7. Type a Group Name then click the Import button to load the selected data into the Chromera
database as a new Batch, associated with the Group Name entered.
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Import TotalChrom raw data Files

This option enables you to import a group of TotalChrom RAW data files by selecting them directly from a
folder. A corresponding Chromera Batch will be created as a consequence.

1. Select TotalChrom raw data Files.

% Import TotalChrom Data FEX

Import Data Type

Seloct the typo of data te be imported and the starting directory

© TotalChrom [nde Fils Data
When Chiomera imparts a TetalChiom index fle, it automaticall seaiches for all the referenced rau files [for each channel, where applicablz] and
creates a Chromera batch having the same basic stucture [sample types. sample order] as the inde fle. Fiepicate Irjections o the same saniple.
which appear as separale tows in the TotalChrom indss fle are associated with a single sample row in the Chiomera batch

) TotalChrom 2 data
When Chiomera imports TotalChiom raw data it examines the header information to determine which files within the specified directory form part of the,
same data set. File referencing the: same sequence file name wil be gathered into a single Chromera Batch, Files that share the same sample name.
sample number and vial nuriber will designated as replcate injsstions of the same sample. Separate data channsl designations wil be dentified in
the case of dual channel data

O TotalChrom component names

This function merges the companent names found in TotalChiom method files inta the Chiomera cemponert name dictiona. You have the option of
impatting names from specifiz: methods or from all methads found within a specified directary tree.

Selact the source diectary for the TotalChiom fiss
ERE=Y -
[0 9add236deatie] 46760090
(23 ChiomeraD ata
[ Config Msi
(0 dOfBebad 132382522
0 del
(21 Documents and Seltings
(2 Diiverkit
{2 Edgeport
(23 Elandata
(11 MS0Cache
{3 NIST2008
122 PKISuppart
(23 Program Files
(11 RECYCLER
{2 System Valume Infomation
£ Tamn

Cancel

2. Browse to a folder containing the TotalChrom raw data files then click the Next button.

Only the TotalChrom files in that specific folder will be displayed for importing. Subfolders of the
current one will not be searched automatically.

NOTE: The Next button will not be enabled until you select a directory containing files corresponding to the
selected data type. For example, if you select TotalChrom raw data, the directory must contain raw files.

The software reads each file in the selected directory with a .raw extension and determines if it is a
valid TotalChrom raw file. For the purposes of import into Chromera, "valid" means that its format is
the latest TotalChrom raw file revision. If the file is valid it is included in the display list.

A progress bar on the bottom of the screen displays while files are examined. The progress is
updated based on the percentage of raw files contained in the directory that have been examined.
The Select All, Clear All and Back buttons are disabled during this process. When complete the
Data Selection screen appears:
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» Import TotalChrom Data ‘:HE‘E‘

Data Selection
Select the TotalChiom raw data files to be imported into Chromera

File Name Analyst hequisitan Date/Time ~
dataraw manager 2/3/2007 11:02.48 AW

datall ram manager 209/2007 1:03:22 AM

datalli2ram manager 214/2007 11:21.55 &M

datal3 ram manager 2/14/2007 112650 &M

datalld ram manager 214/2007 1731:46 4M

datalll5 raw manager 2/14/2007 11:36.42 &1
data-200P0208-11 3320 raw manager 2/3/2007 11:32.20 AM
data-200P0209-1 35958 raw manager 209/2007 1:53:58 PM
ubm_S070s0In00T a0 manager 2/9/2007 2.35.04 M
utm_8020s0kn_0212.07_00 2w mansger 262/2007 10:17-49 &M i
utm_802050kn_02.12.07_001-2007021 21 23019 1w manager 2¢12/2007 1:30:13 PH
utm_8020s0ln_02.12.07_0021am manager 212/3007 10:23-41
utm_8020s0kn_0212.07PM_DD1 1o mansger 2612/2007 1:41:11 PM
utm_802050kn_02.1 2.07PM_D01- 2007021 21 3553 ram manager 2012/2007 1:85: 39 PH
utm_8020s0ln_02.12.07PM_D2 1o manager 2412/2007 20033 PM
utm_802050kn_02 207PM_D0.rew manager 2012/2007 20535 PM
utm_8020s0ln_02.12.07PM_004 1o manager 212/2007 210:31 P
utm_8020s0ln_02.12.07PM_O05 1o manager 2412/2007 215:28 PM ~
< = ” | B

[ crearan
3 i dataraw
B Instrument 1(\
2 Sample B
~
[caek ] [ Mewr | [ Cowal |

Select the individual files to import, or click Select All to import all the data shown in the list. Only
the TotalChrom RAW files from the specific folder will be displayed for importing. Subfolders of the
current one will not be searched automatically. Clicking on an entry in the list displays the
chromatogram and sample information for that file.

3. Click the Next button.

The next step inspects the data to see which are valid for importing. Only data from TotalChrom
6.3.x or newer can be imported directly. Any older files must be converted to a newer version
through TotalChrom Batch Reprocess using “Update existing RAW file header” option.

= Import TotalChrom Data ‘ZHE‘E‘
Review Batch Data

Review the batch structure the data will be imported into

Chiomera Data ~| B Data
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Any TotalChrom data not of a supported version, or otherwise not suitable for import, will be
highlighted in red in the Batch Data list.

4. Type a Group Name the click the Import button to load the selected data into the Chromera
database as a new Batch, with the name of the TotalChrom sequence from which the RAW data
were originally acquired.
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Import TotalChrom component names

This option enables you to populate the Chromera Component Dictionary with the complete list of
component names read from all the TotalChrom methods found in a selected folder and subfolders.

1. Select TotalChrom component names.

% Import TotalChrom Data [9[[=1}E3]

Import Data Type

Select the type of data to be imported and the starting directory

© TotalChiom Inde: Files Data
‘when Chiomera imports 2 TotalChiom index fl, it automaticalls searches for all the referenced raw fles [for each channel, where spplicable) and
creates a Chiomera batch having the same basic stucture (sample types. sample order) as the indes file. Replicate injections of the same sample.
which appear as separale rows in the TolalChiom inde fle are sssociated with a single sample row in the Chiomers batl

) TotalChrom raw data
w/hen Chromera imports T otalChrom raw data i examines the: header information to deternine which files within the specified diectary form part of the
same data set. File referencing the same sequence file name will be gathered into a single Chiomera Batch, Files that shars the same sample name.
sample number and vial number will designated as replicate injections of the same sample. Separate data channel designations will be identified in
the case of dual channel data.

(%) TotalChrom component names

This funclion merges the component names found in TotalChiom method fles inta the Chiomera component name dictionary. You have the option of
importing names from specific methods or from all methods found within a specified directory free.

Select the source directory for the TotalChiom files:
B@ -
(£ 9add236deatficl 4b760630 0
(2 ChromeraData
(3 Confightsi
[0 ciiBebad] 32382222
22 del
(2 Documents and Setings
123 Driverkit
(2 Edgeport
(1 Elandata
(3 MS0Cache
(23 MIsT2008
(23 PKISupport
(23 Progiam Files
(30 FECYCLER
{20 Spstem Yolume Information
Tenmn
Search subdiectories for methods

Caneel

To import component names from TotalChrom methods, browse to a folder that contains the MTH
files to be read. Individual folders can be searched, or all the subfolders below the selected one can
be searched as well by selecting Search subdirectories for methods.

2. Browse to a folder containing the TotalChrom methods then click the Next button.

NOTE: 7he Next button will not be enabled until you select a directory containing files corresponding to the
selected data type. For example, if you select TotalChrom component names, the directory must contain
method files.

The software reads each file in the selected directory with a .mth extension and determines if it is a
valid TotalChrom method file. For the purposes of import into Chromera, "valid" means that its
format is the latest TotalChrom method file revision. If the file is valid it is included in the display
list.

3. Click on the method name to highlight it and display the method’s components in the right pane.

-
& Import TotalChrom Data |’._HVE‘E‘
Select Methods
Select the method from which component names will be imported
File Name Campanent names fram the highlighted methad
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O] WMMTH BEMZENE
[ MOISEMTH EE:R;E
[ SOLYENT.MTH NOHANE
[ Surnmary.mth C10
[ 5vSBINMTH o
[ 5v5-QUAT MTH c2
O TESTH.MTH E}i
[] TEST2MTH s
[] TESTPLOTMTH

Highlight each method to see if it contains the components you want.

4. If the method contains your desired components, click in a check box to select a method.
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You can continue to highlight methods to see components and select methods that contain the
components you want.

5. After selecting the methods that contain your desired components, click Next.
A list of components from all of the selected methods are displayed to be merged into the Chromera

directory.
= Import TotalChrom Data |Z"§‘E‘

Component Names
The component names shown will be merged into the Chromera dictionary

The 2t of unique component names found within the requested meth.

PROPSNE

I~
~

<Back | [ Impan ] [ Cancel

6. Click the Import button to load the component names into the Component Dictionary.
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Copying Component Information in Chromera Method Editor

It is also possible to copy detailed component information from an individual TotalChrom method into the
Chromera method editor, to populate the Peaks and Calibration sections of a Chromera method.

1. Select the Actions menu. Then select Copy Components > From TotalChrom Method.

Actions | Help
i 17| Standard Method Editar EICRRERNEECE N R L e e R = T N
Edit Method Graphically
|ﬁ Copy Components... 3 Between Channels
B Update Search windows. . From TotalChrom Method '\J
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= = T ] J +N
@ £
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= - T T T T T
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F ok Vo
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E T T L1 L TR L1 TR Ul |
0s 1.0 15 2n 25 30 35
Time (min)
Bunching Area Moise RAT Ref Unidentified Peak
Device Ehannel Name Factor Threshold  Threshold Component Quant Component
= » | TotalChrom A, 2 1642535 328507  |Mone vm
Companent Retention Time (min] Peak Search Start [min) Peak Search End (min] Matching
Alpha W [1.472 1.345 1.600 Usze Talles +
Beta w | 1.800 1662 1.937 Use Talles |+
Delta | 2246 2095 239 Use Talles
Epsilon | 2.856 2887 3025 Use Talles s
MHegative w3071 2895 3.246 Use Talles
* w Use Talles +

This function will copy not just component names, but also retention times, calibration information,
and integration timed events to a selected Chromera data channel.

Copy Components from TotalChrom Method r5_<|

Copy from TatalChrom method:

| C:ADocuments and Settings'al Barckhoff\DeskiophTC Test D a| =

Copy to channel

@
Include [ntegration Events
Include Calibration Standards
Compaonent hame Rietention tirne [min)
Alpha 1.46011120567045
Beta 1.80596808149581
Delta 2.24530544954639
Epsilon 2. 8564506591 86562
Megative 3.07801147301982
<5 | &

2. In Copy from TotalChrom method browse for a method.
Displays the source of the components to be copied. The field is populated by selecting
a file from a standard File Open dialog displayed when the browse button is clicked.
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3.

In Copy to channel select the checkbox to set the Chromera method data channel(s) the
components will be copied to. The list is populated with all data channels from the method. You can
copy the components to more than one channel by selecting the required channels within this
control.

= Select to Include Integration Events to copy the integration events from the TotalChrom
method to the destination channel.

= Select Include Calibration Standards to copy the calibration standard amounts with the
other component information.

The display at the bottom lists the components found in the TotalChrom method, together with their
retention times.

Click OK to copy the components.
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